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JSHET ST B

EIGSGTGNLA T NNSSKJ Y GIEVDDLLIDLSASIA V DS|
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

ARG e L S AT

J\NF QEDAVRPQILKESDVIISDLPVGFYPNDINTAIMRYISVA BIRSHTYAHHLLMEQSLKYLKK G A FLAPVELLTSIMQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

K il \ KVK@DNV@
SHK \/lSNW[E HA\/ H F%&NMS FVWQ&%S EFW { DlQQ E WBF KM ‘
SHLLKMNWLIY W I AVI LPE IF{¢ B\ NEAKSIFVLKKQ [¥sl IZE FVYPL DLQSIIERLYWIFNN ISFRKWKWYDN 3
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFJR
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

X non conserved
B similar
>50% conserved
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