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NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 1140530 DQN33 RS10090 WP 172455898.1 .....MSKFKHFFKYIMIVGLGFIGGALAFFVMNLLPHPSSTTNLNN.PTTTSKVTYKNTTNTTKAVKVIQDAVVSVVNY 74
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSF.SNNG.KTTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
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NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDA....IFD...NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYS 152
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQNS....VFG...NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQNS....VFG...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQNS....VFG...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQNS....VFG...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 145 SP RS11450 WP 000681597.1 SANRQNS....VFG...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFS 151
NTDB id 1140530 DQN33 RS10090 WP 172455898.1 QKNDSLNSAMDIFSQGDSSTKENDGLSIYSEGSGVIYKKDGDSAYLVTNNHVIDKAERIEIILADGSKVVGKLIGADTYS 154
NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYNYD..SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYS 156
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NTDB id 425 SGO RS10525 WP 012131081.1 DISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINP 232
NTDB id 539 SM12261 RS09395 WP 000681587.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 256 KZH43 RS10270 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 215 SPD RS10945 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 181 SPR RS10425 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 145 SP RS11450 WP 000681597.1 DIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP 231
NTDB id 1140530 DQN33 RS10090 WP 172455898.1 DLAVVKISSDKIKTVAQFADSSKINIGEVAIAIGSPLGTEYANSVTEGIVSSLSRTVTLKNEEGQTVSTNAIQTDAAINP 234
NTDB id 381 SMU RS09890 WP 002262650.1 DLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINP 236
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NTDB id 425 SGO RS10525 WP 012131081.1 GNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSD 310
NTDB id 539 SM12261 RS09395 WP 000681587.1 GNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIR 307
NTDB id 256 KZH43 RS10270 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIR 307
NTDB id 215 SPD RS10945 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIR 307
NTDB id 181 SPR RS10425 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIR 307
NTDB id 145 SP RS11450 WP 000681597.1 GNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIR 307
NTDB id 1140530 DQN33 RS10090 WP 172455898.1 GNSGGPLINIEGQIIGINSSKISQSK..SSGNTVEGMGFAIPANDVIKIINQLESKGEVVRPALGISMVNLSDLSTNALD 312
NTDB id 381 SMU RS09890 WP 002262650.1 GNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRD 316
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LQS IALYGKNHDKSKINGEDEKTVIKLVITFYYRDEGNKNGDKKEKQESTVTETS I EQKLDTNKTS
NTDB id 425 SGO RS10525 WP 012131081.1 RLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKS 390
NTDB id 539 SM12261 RS09395 WP 000681587.1 RLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKS 387
NTDB id 256 KZH43 RS10270 WP 000681597.1 RLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 215 SPD RS10945 WP 000681597.1 RLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 181 SPR RS10425 WP 000681597.1 RLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 145 SP RS11450 WP 000681597.1 RLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 1140530 DQN33 RS10090 WP 172455898.1 QLKVPKNVTSGIVVAKVVDNMPASGKLEQYDIITEIDGEEVSSTSDLQSILYGHDINDTVKVTFYRGNDKKSTTIELTKT 392
NTDB id 381 SMU RS09890 WP 002262650.1 TLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKT 396
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NTDB id 425 SGO RS10525 WP 012131081.1 TDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 SGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 SGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 SGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 SGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 SGDLES. 393
NTDB id 1140530 DQN33 RS10090 WP 172455898.1 TKDLEK. 398
NTDB id 381 SMU RS09890 WP 002262650.1 SQDLNH. 402
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