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NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIVQYSTEQLQLLGLTAKQLQAWSQVDKEVDACLTW........ 72
NTDB id 599 KW2 RS05940 WP 021037268.1 ..MITNFDLFRWKKA....GMTNLG.........VNKLLKFFRKYDRK..ISLRQMGQVAQVKSIPNFIEQYKNQDVKKL 63
NTDB id 1140509 DQN33 RS04795 WP 111673220.1 ...MNNFDIFKLKCA....GLKNHH.........ILNIIAYMKHSTQSLSLSLRNMAVVSKCSDPITFIENYKALKSKEL 64
NTDB id 407 SMU RS04605 WP 002262865.1 ...MDNFQLFKLKKA....GLTNLN.........ILNIIDYEERTQKS..LSLRDMAVVSKNKKPLIFMEHYKNLDSKAL 62
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .MKITNYEIYKLKKS....GLTNQQ.........ILKVLEYGENVDQE..LLLGDIADISGCRNPAVFMERYFQIDDAHL 64
NTDB id 267 KZH43 RS05590 WP 000705306.1 .MKITNYEIYKLKKS....GLTNQQ.........ILKVLEYGENVDQE..LLLGDIADISGCRNPAVFMERYFQIDDAHL 64
NTDB id 226 SPD RS05990 WP 000705306.1 .MKITNYEIYKLKKS....GLTNQQ.........ILKVLEYGENVDQE..LLLGDIADISGCRNPAVFMERYFQIDDAHL 64
NTDB id 192 SPR RS05715 WP 000705306.1 .MKITNYEIYKLKKS....GLTNQQ.........ILKVLEYGENVDQE..LLLGDIADISGCRNPAVFMERYFQIDDAHL 64
NTDB id 157 SP RS06205 WP 000705306.1 .MKITNYEIYKLKKS....GLTNQQ.........ILKVLEYGENVDQE..LLLGDIADISGCRNPAVFMERYFQIDDAHL 64
NTDB id 497 SM12261 RS05565 WP 000705318.1 .MKITNYEIYKLKKS....GLTNQQ.........VLAVLEYGENVDQE..LLLGDIAEISGCRNPAVFMERYFQIDDAHL 64
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 VAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLA 152
NTDB id 599 KW2 RS05940 WP 021037268.1 RADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTELN.QSFTIVSGLA 142
NTDB id 1140509 DQN33 RS04795 WP 111673220.1 RKIFMEYPSISILDKEYPALLKEIHNPPVLFFYQGNIKLLDSPKLAIVGSRKASETGIKSVQKIVEELN.NKYVIVSGLA 143
NTDB id 407 SMU RS04605 WP 002262865.1 RKEFNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDLS.KQFVIISGLA 141
NTDB id 525 SMSK321 RS06295 WP 000705298.1 EKEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGLE.NELVIVSGLA 143
NTDB id 267 KZH43 RS05590 WP 000705306.1 SKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLA 143
NTDB id 226 SPD RS05990 WP 000705306.1 SKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLA 143
NTDB id 192 SPR RS05715 WP 000705306.1 SKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLA 143
NTDB id 157 SP RS06205 WP 000705306.1 SKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLA 143
NTDB id 497 SM12261 RS05565 WP 000705318.1 EKEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLA 143
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 LGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAENGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
NTDB id 599 KW2 RS05940 WP 021037268.1 KGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVE 222
NTDB id 1140509 DQN33 RS04795 WP 111673220.1 RGIDTAAHLSSLRNGGQTIAIIGSGFNNIYPKENHRLQDYIGQHHLLISEYAPNDKPYSFHFPERNRIIAGLVKAVLVVE 223
NTDB id 407 SMU RS04605 WP 002262865.1 RGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAE 221
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 267 KZH43 RS05590 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 226 SPD RS05990 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 192 SPR RS05715 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 157 SP RS06205 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 497 SM12261 RS05565 WP 000705318.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
consensus *!!!***!*********!!!**!*!****!!*****************!!******!****!!*!!!!!*!!***!*!*!



logo AAKEIKLMKRSGSL ITACQREHYRALMDEQEGREDI
V
Y
F
V
A
L
V
IPAGNS IAINLADPGFNQTLASESDGGCNHLQHL IQNQEGACKCL IVQYTQNSATGFQEQDI

V
S
L
E
S
N
AE I

L
Y
F
F
L
N
Q
E
S
Y
F
L
N
LDWS INQSLDLFSAP IDEEE

NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSLDLFSAPIDEEE 312
NTDB id 599 KW2 RS05940 WP 021037268.1 AKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN.................... 282
NTDB id 1140509 DQN33 RS04795 WP 111673220.1 AKKRSGSLITCQHALDEGRDVYAIPGNIIDGFSDGCNLLIQEGAKCVTNGFQISSELF...................... 281
NTDB id 407 SMU RS04605 WP 002262865.1 AKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF..................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................... 282
NTDB id 157 SP RS06205 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................... 282
consensus !***!!!!!!***!***!!*****!**!******!***!!!*!!***********!***

logo

LPFPQLLANVGNEATPVDI LASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG

NTDB id 1399 DSB67 RS15600 WP 010645755.1 LPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG 369
NTDB id 599 KW2 RS05940 WP 021037268.1 ......................................................... 282
NTDB id 1140509 DQN33 RS04795 WP 111673220.1 ......................................................... 281
NTDB id 407 SMU RS04605 WP 002262865.1 ......................................................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ......................................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 ......................................................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 ......................................................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 ......................................................... 282
NTDB id 157 SP RS06205 WP 000705306.1 ......................................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ......................................................... 282
consensus

X non conserved

X similar

X ≥ 50% conserved


