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NTDB id 1140497 DQN33 RS02820 WP 111673112.1 41
NTDB id 358 SMU RS01425 WP 002263523.1 80
NTDB id 421 SGO RS10260 WP 012131060.1 36
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ..RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 483 SM12261 RS00275 WP 000668315.1 MMRPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 247 KZH43 RS00220 WP 000668290.1 36
NTDB id 206 SPD RS00235 WP 000668290.1 36
NTDB id 171 SPR RS00230 WP 000668290.1 36
NTDB id 131 SP RS00255 WP 000668284.1 .. 36
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NTDB id 1140497 DQN33 RS02820 WP 111673112.1 Q Q 121

NTDB id 358 SMU RS01425 WP 002263523.1 Q 160
NTDB id 421 SGO RS10260 WP 012131060.1 PLREAKTTRIDGTTALGLVKVAE[Y [FETRAKADM LFDLJX PF AH LK GKLLHYYVVTGQDKIsl THIADPDP[ 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[SIHIADPDPG 116
NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

consensus * 110 Poskor LD D Dk ook 1ok | U P skokok Pk ! ! [ LR LN NS

WAt A SN lELSE B ALY

(=]

NTDB id 1140497 DQN33 RS02820 WP 111673112.1 201
NTDB id 358 SMU RS01425 WP 002263523.1 240
NTDB id 421 SGO RS10260 WP 012131060.1 196
NTDB id 511 SMSK321 RS10730 WP 000668322.1 196
NTDB id 483 SM12261 RS00275 WP 000668315.1 196
NTDB id 247 KZH43 RS00220 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 206 SPD RS00235 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 171 SPR RS00230 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 131 SP RS00255 WP 000668284.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
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NTDB id 1140497 DQN33 RS02820 WP 111673112.1 Q Q 281
NTDB id 358 SMU RS01425 WP 002263523.1 PDQESTLG I IGL IpYI AINEYLLJA\WVLEISRLYIDVILSYIKH FWLPMSFFATRRTGEIQWSRFTDAN[NITI 320
NTDB id 421 SGO RS10260 WP 012131060.1 VPDEIM TLG ISIGL IVYILQQ.LSYAQEYLLLVLGQRLSIDVILSYIKHVFLPMSFFATRRTGEIVSRFTDANII 276

NTDB id 511 SMSK321 RS10730 WP 000668322.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 483 SM12261 RS00275 WP 000668315.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 247 KZH43 RS00220 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 206 SPD RS00235 WP 000668290.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 171 SPR RS00230 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 131 SP RS00255 WP 000668284 .1 VPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI I|EYAS
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NTDB id 1140497 DQN33 RS02820 WP 111673112.1 WACESENNORSENGVIIRERYK NI . Nb) T SICHRSTeIen n) SN0y 0:0.0 N NS ISR R R)0 T ENN GIR)K RN WLIY KT IFIpy 680
NTDB id 358 SMU RS01425 WP 002263523.1 AETREDIEMMPRYQTELRSDGAGISGGQ QRIALARALLTEAPVLILDEATSSLDILTEK I ENL 719
NTDB id 421 SGO RS10260 WP 012131060.1 LAEIRGDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL . 675
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL . 675
NTDB id 483 SM12261 RS00275 WP 000668315.1 LAETIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL . 675
NTDB id 247 KZH43 RS00220 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL . 675
NTDB id 206 SPD RS00235 WP 000668290.1 LAETIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL . 675
NTDB id 171 SPR RS00230 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL . 675
NTDB id 131 SP RS00255 WP 000668284.1 LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL . 675
consensus x| 1 1 Do koo | Pedbbbettrrrrrrn Pl bl Pl b DD Doookok 1D okok Thxld

AT\ . R

NTDB id 1140497 DQN33 RS02820 WP 111673112.1 723
NTDB id 358 SMU RS01425 WP 002263523.1 760
NTDB id 421 SGO RS10260 WP 012131060.1 Q . 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGE 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 HRLTIAERTEKVVVLDQGKIVEEGRHADLLAQGGH 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGG 717
NTDB id 206 SPD RS00235 WP 000668290.1 HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGH 717
NTDB id 171 SPR RS00230 WP 000668290.1 HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGG 717
NTDB id 131 SP RS00255 WP 000668284.1 HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGG 717
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