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M FEKIEJSAY[SAL L NEQ® EppL TH YDALIEQN J3JYLG |GARDIsl \RSNNIFALLWALBLSKEEWRR FQF FIKA[€Q
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
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QLQ NHQFTPDSI FI L LLEIBL ERIMLDI EIGSGMGNLA T NNSIHKS DY GIE DDLLIDLSASTA €SS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

VECEDMR L LAED DLV e eV EQS&KYMK@E LA !RWSEQ

J\ F QEDAVRPQILKESDVIISDLPVG YPNDINIARGRYQVA |@WAHTYAHHLLMEQSLKYLK[MEGNA FLYYPF] LLTS Q
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

oA oA bAoA pscasees LT Eador RKK MEDA

SIJLLKKWLEY pgXy A LPEp F{gSNEKSTIMVL{NKIY IQUEE FVYPLTDLQ PERN| RMFMAFKKWK DNVFR
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFR
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

X non conserved
B similar
>50% conserved
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