
logo MIDIYVLEDNNVNQQFR I EKMIGDLLETNQWETRHFDLFSEPTDCL ITNLVEEPSFPQFI FFSLWDI ILDI FIHMEGDI INPTKEGI
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NTDB id 1140374 DQN23 RS09435 WP 233422877.1 MIDIYVLENNVNQQFRIEKMIGDLLETNQWETRHFDLFSETDCLINLVEEPFPQFFSWILIFMEIIPKELKWLRR..... 75
NTDB id 545 H702 RS02385 WP 052071091.1 MIDIYVLEDNVNQQFRIEKMIGDLLETNQWETRHFDLFSEPDCLTNLVEESFPQIFFLDIDIHGDNTKGIEVAKAIREKS 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!*!!! ! * * *! * * *****

logo

RTATIVFVTTHSEFMLLTYRAQVSALDF IDKTDKDDAIKDNLKKCLQKVFEDQGFNIPKE I FVFENNKTKIR IPLEDI LY
NTDB id 1140374 DQN23 RS09435 WP 233422877.1 ................................................................................ 75
NTDB id 545 H702 RS02385 WP 052071091.1 RTATIVFVTTHSEFMLLTYRAQVSALDFIDKTDKDDAIKDNLKKCLQKVFEDQGFNIPKEIFVFENNKTKIRIPLEDILY 160
consensus ********************************************************************************

logo

FETAESHRLKL ITKTGQRHFYGS IKEVMQANQKLFRCHKSYL INLNNIVRLDKKEGLVYFDDDKACYVSRKYIKDLRSKM
NTDB id 1140374 DQN23 RS09435 WP 233422877.1 ................................................................................ 75
NTDB id 545 H702 RS02385 WP 052071091.1 FETAESHRLKLITKTGQRHFYGSIKEVMQANQKLFRCHKSYLINLNNIVRLDKKEGLVYFDDDKACYVSRKYIKDLRSKM 240
consensus ********************************************************************************

logo

ENLK
NTDB id 1140374 DQN23 RS09435 WP 233422877.1 .... 75
NTDB id 545 H702 RS02385 WP 052071091.1 ENLK 244
consensus ****
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