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NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYL 80
NTDB id 1140166 DQM95 RS04365 WP 012658290.1 ..MAGNRSTDIKVHCSFCGKSQDEVKKIIAG..NNVFICNECVLLSQEIIKEELAEEVL.....ADLTEVPKPKELLDVL 71
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIAG..NGVFICNECVELSQEIIREELAEEVL.....ADLSEVPKPKELLAIL 71
consensus ****** ** **!!!!** ******!*!* * *!!!**!!*****!!**!**!*** ********!!!!***!
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SYVVIGQDRAKKRVAFLSAVGAVYNHYKRLI FSKFASTELSRQDEDDEQEDTVDELFQKSNI LLMVIGPTGSGKTLFLAQTLAKFSLDNVP I

FA ICADATASLTEAG
NTDB id 1475 Cj0275 YP 002343717.1 DRYVIGQDRAKKVFSVGVYNHYKRLFKAELQ.DDDTELFKSNILLVGPTGSGKTLLAQTLAKFLDVPIAICDATSLTEAG 159
NTDB id 1140166 DQM95 RS04365 WP 012658290.1 NQYVVGQDRAKRALAVAVYNHYKRISFSESRDEEEVELQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATSLTEAG 151
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
consensus * !!*!!!!!!****!*!!!!!!!****!********!*!!!!!**!!!!!!!!*!!!!!!!*!*!!*!!*!!!*!!!!!

logo YVGEDVENI LTLRKLLIQAADGYDNVQERAQEKRGIVI FY I
VDE IDKIARKMKSGENRVS ITRDVSGEGVQQALLKI I EGSTLVVANS IVPPRQGGRKHPQN

NTDB id 1475 Cj0275 YP 002343717.1 YVGEDVENILTRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHPN 239
NTDB id 1140166 DQM95 RS04365 WP 012658290.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPN 231
NTDB id 379 SMU RS04375 WP 002262816.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQ 231
consensus !!!!!!!!!!**!*!!!!**!*!!**!!***!!!!!!!***!!*!!!!!!!!!!!!!!!!!!!!!*****!!*!!!!!!*

logo QEFMIQIDTSKNI LFVICVGGAFDGLI EDETI LVKRQKRLGDEKVIVIGFFGDQDNANSRKEKIDDEDNQAKSASLYLMEQKE I EIPSEDDLIVQHKFGL IPELF IGRLHPVI
L
VASALNEEQ

NTDB id 1475 Cj0275 YP 002343717.1 QEFIQIDTSNILFVCGGAFDGLETILKRKLGDKVVGFFDDAKE..ENKALLEKIEPDDLVHFGLIPELIGRLHVIASLNE 317
NTDB id 1140166 DQM95 RS04365 WP 012658290.1 QEMIQIDTKNILFIVGGAFDGIEEIVKQRLGEKIIGFGQNSRKIDEDASYMQEIISDDIQKFGLIPEFIGRLPVVAALEQ 311
NTDB id 379 SMU RS04375 WP 002262816.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQ 311
consensus !!*!!!!!*!!!!**!!!!!!*!*!*!**!!*!**!!*** ****** *****!***!***!!!!!!*!!!!*!*!*!**

logo LTNEIVEDDML IVKQR I LTVEPKNAI
L
I
VKQYQAKTLFLAS IYDGVNELEKSFEDEQEDALEQRAIAAQLKALI ERKTGARGLRS I I EEMTMVLDI

LMFELIPESYQKEDYVDTVCIKV
NTDB id 1475 Cj0275 YP 002343717.1 LNEEDMVRILTEPKNAIIKQYQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDIV 397
NTDB id 1140166 DQM95 RS04365 WP 012658290.1 LNIDDLIQILTVPKNALVKQYQALLSYDGVELSFDQDALEAIAAKAIERKTGARGLRSIIEETMLDIMFEIPSQEDVVKV 391
NTDB id 379 SMU RS04375 WP 002262816.1 LTVDDLVKILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCV 391
consensus !***!***!!!*!!!!**!!!! !***!!!*! !***!! !!!**!*!!!!!!!!!!!!!!!*!*!*!!!*!***!* !

logo R ITKKEASVVEKNDGDNTDAKAPLI L IEKTRAKS I S
NTDB id 1475 Cj0275 YP 002343717.1 .ITKEVVKDNAKALLIKRKIS 417
NTDB id 1140166 DQM95 RS04365 WP 012658290.1 RITKESVNGDAKPILETA... 409
NTDB id 379 SMU RS04375 WP 002262816.1 RITKKAVEGTDKPILETAS.. 410
consensus *!!!* ! * *!**!***
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