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NTDB id 1140156 DQM95 RS03040 WP 012658032.1 AN\TIHeDTE MPLI T)SIMSDGI§G SGGQ QRIALWYRALL D P LILDEATS{LDI[RTEK®I
NTDB id 358 SMU RS01425 WP 002263523.1 AETREDIEMMPRIYYQTELRSDGAGISGGQ QRIALARALLTMAPVLILDEATSSLDILTEK I ENL
NTDB id 421 SGO RS10260 WP 012131060.1 LAEIRSIDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
NTDB id 483 SM12261 RS00275 WP 000668315.1 LAETIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
NTDB id 247 KZH43 RS00220 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 206 SPD RS00235 WP 000668290.1 LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 171 SPR RS00230 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 131 SP RS00255 WP 000668284.1 LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL .
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NTDB id 1140156 DQM95 RS03040 WP 012658032.1 17
NTDB id 358 SMU RS01425 WP 002263523.1 760
NTDB id 421 SGO RS10260 WP 012131060.1 17
NTDB id 483 SM12261 RS00275 WP 000668315.1 17
NTDB id 511 SMSK321 RS10730 WP 000668322.1 17
NTDB id 247 KZH43 RS00220 WP 000668290.1 17
NTDB id 206 SPD RS00235 WP 000668290.1 717
NTDB id 171 SPR RS00230 WP 000668290.1 17
NTDB id 131 SP RS00255 WP 000668284.1 717
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