logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624
113
597

1140149 DQM95 RS01110 WP 012657691.1

498
526
158
268
227
193
409
583

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624
113
597

1140149 DQM95 RS01110 WP 012657691.1

498
526
158
268
227
193
409
583

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

624
113
597

1140149 DQM95 RS01110 WP 012657691.1

498
526
158
268
227
193
409
583

consensus

LCA RS00040 WP 011373726.1
BSU 40900 NP 391970.1
KW2 RS01935 WP 021036727.1

SM12261 RS01980 WP 000282464 .1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
SPD RS09110 WP 000282467.1

SPR RS08685 WP 000282467.1

SMU RS08940 WP 002263454.1
DLJ51 RS09560 WP 002962590.1

LCA RS00040 WP 011373726.1
BSU 40900 NP 391970.1
Kw2 RS01935 WP 021036727.1

SM12261 RS01980 WP 000282464.1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
SPD RS09110 WP 000282467.1

SPR RS08685 WP 000282467.1

SMU RS08940 WP 002263454.1
DLJ51 RS09560 WP 002962590.1

LCA RS00040 WP 011373726.1
BSU 40900 NP 391970.1
KW2 RS01935 WP 021036727.1

SM12261 RS01980 WP 000282464 .1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
SPD RS09110 WP 000282467.1

SPR RS08685 WP 000282467.1

SMU RS08940 WP 002263454.1
DLJ51 RS09560 WP 002962590.1

LR TR oAV RReke READR AUARadSheak SLLDCELATR

MM VL GRLT))Y LAY
MN V L GRLT|SNPELINY
QUNKE LIGRLTMPE [
MYNKVILIGRLIFAPELEE
MYNKVI IGRLTYTPELE
MYNKVILIGRLTYTPELE

ofE QAT

NMTDFSYE[K Hy@w 28 G L SHID|

o LR

X non conserved
B similar
>50% conserved

1

170
172
129
132
131
131
131
131
131
131
131
131

Q
AVNRR K JGEREADF [ LWG BAETLESYARKGSLISV GE RTR|
AVNRRYKIJNIGER [JDF N VLWG LAE LASY
AVNRRYKDQNGEREADFVN VLWG LAE LASYA
AVNRRYKIQNGEREADFVN VLWGRLAETLASYA

AVNRRYKMONGEREADFVN VLWGRLAETLASYA
AVNRRYKMONGEREADFVN VLWGRLAETLASYA
AVNRRYKPMONGEREADFVN VLWGRLAETLASYA
AVNRRYKIJQNGEREADFVN VLWGRLAETLASYA
AVNRR KBIQ GE ADFVN VLWGRLAET ASY

AVNRR K@Q GER ADFVN
RN Dotk D kokokokok Dorokok LDk korokok | 1L D koo Lrror | |

BB Rl D

N EN{N GQLRIYVTEV D NESHRNERT TTE QRGBS QNFNSNQSNGSQ. . . . . . . QSGFTSPQQTGNAPAANNTQADP
NN QEIEINR VERARAYQ AES VFIBIPRN GGSGS . . . . . GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP

k ok sk sk ok %k sk ok ok ok ok ok

1563
155
119
121
121
121
121
121
121
121
121
121



