
logo MS
TDNRSTHLEEKYTWDLSTTI FATDAKDWEATEVYESDSLTAVQTDELVEKAKASKSAGFYAGHLLDSASAKNLLGKAVTEKLTYLMESLAMRHRLVEKI

VYVYAHSMKND
NTDB id 1139991 DQN61 RS06035 WP 011017940.1 MTDNRSHLEEKYTWDLSTIFATDKDWEAEVSDLATEVEASKGFAGHLLDSSANLLKVTKTYLELARHVEKVYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !*!!!*!!!!!!!!!!*!!!!!! !!! ! ** **!!!!!!! !!! ! !* ! !**!!*!!!!*!!!!

logo QDTTVAGKLYQEYQAKASGNLYASKQFLSEAVFASFYFYDEPEFVMAMLDHDQEKDKLYAQAEFKLETEQETPEGLGKLVYDNHFYFDEKRLFLAQANKRDEHVLSQAEAEEELLAAGA
NTDB id 1139991 DQN61 RS06035 WP 011017940.1 QDTTVAKYQEYQAKASGLYAKFSEVFSFYDPEVMMLHQEDYQAFLTETPELKVYNHFFDKLFQAREHVLSQAEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!!!!!!! !! !! ! ***!! ! !* ! ! ! *! !*!**! **!!!!! !!!!!*!

logo

G
Q
D
E I FNGAPETDETFNS IVLDNADI LVFP I

WVRSDNDGKQGDENVI
VELTHGNF I STLMESKDRDS IVRKQAGAYEAMYGSTYEQFQHTYAKQTLQGTNVVKVHQ

NTDB id 1139991 DQN61 RS06035 WP 011017940.1 QEIFNGAEETFSILDNADIVFPIVRNDKGENIELTHGNFISLMESKDRSVRQAAYEAMYSTYEQFQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!!!!* *!! *!!!!!!*!! ! !* *!!!!!!!!*!!!!!!! *! *!!!!!! !!!!!!!!!! !!! !!!*

logo NYKQAKRVHRHKYDNSARHQAALMAANF IPEASVYDSTLLESTVNKHLPLLHRYLDKLRKQEKVLGLDDELKMYDVYTPLSETDELTAI
L
G
TYDEEASLEK

NTDB id 1139991 DQN61 RS06035 WP 011017940.1 NYKARVHKYDSARQAAMAANFIPEAVYDTLLETVNKHLPLLHRYLKLRQEVLGLDDLKMYDVYTPLSETDLAIGYDEALE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !*!**! !!!*!!*!!!!!!! !!!*!!!*!!!!!!!!!!!! !! !!!!!*!!!!!!!!!!!!!* !* !*! !

logo KAEEKVLAI
VFGEKDEYASDKGRVHARAFTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTLVHETGHSLHSTFTREQT

NTDB id 1139991 DQN61 RS06035 WP 011017940.1 KAEKVLAVFGKDYADRVHRAFTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLVHETGHSLHSTFTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!! !!!*!! *! !! !!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !

logo QPYVYGDYPS I FLAE IASTTNENI LMTEATLLKNEVKQDDEKETRFAI LNHYLDDGFKRGTVFRQTQFAEFEHAIHEQADAQKSGEQI
VLTASDEFY

NTDB id 1139991 DQN61 RS06035 WP 011017940.1 QPYVYGDYSIFLAEIASTTNENIMTEALLNEVQDEKERFAILNHYLDDFRGTVFRQTQFAEFEHAIHQADQKGEVLTSEY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!*!! !! !! !*! !!!!!!!!!! !*!!!!!!!!!!!!!!!!! !! ! *!! **

logo

L
MNKQLYADLNEKYYGNLKSAKEKDNHYEF IQFYEWAER IPHFYMYNYYVYQYATGFAAASYLADEKIVHGTEQDEDI

K
D
E
A
HYLATYLKASGNSSDYPL

NTDB id 1139991 DQN61 RS06035 WP 011017940.1 LNQLYADLNEKYYGLSKKDNHFIQYEWARIPHFYYNYYVYQYATGFAAASYLADKIVHGTQDDIDHYLAYLKSGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! ! !!* !!*!! !!!!!! !!!!!!!!!!!!!!!!!!*!!!!!! *! **!! !!! ! !!!!!



logo EVIAKKAGVDMATKNGTDYLDEAAFKVFDEDERLTVELEAVLVESKGI
VHKLS

NTDB id 1139991 DQN61 RS06035 WP 011017940.1 EVIAKAGVDMAKGDYLEAAFKVFDERLTELEVLVSKGIHKS 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!! !!!!!! !!!*!!!!!!**!! !!! !! !!*! !

X non conserved

X similar

X ≥ 50% conserved


