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NTDB id 425 SGO RS10525 WP 012131081.1 ..MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN.QKTATTVTTSYKNSNSTTEAVDKVKDAVVSVI 77
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 215 SPD RS10945 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 181 SPR RS10425 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 145 SP RS11450 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 1139823 DQM45 RS10085 WP 003084040.1 ......MTIIKNIWKLIGVLFVGILGGMIAFFTLSAFHPDFTNNQEGITKPTTVSKVTYKNTTNTTKAVKVVQNAVVSVI 74
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKW.FIPFLVIFLTFILGVISTLTFNWITG...NKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVI 76
consensus ********!* *****!*******!*************** ** * ****!*****!*****!!*!!**!***!!!!!

logo

N
TYQRSEKATSNDNRNPSQADSNNYQYANNYADSSIVFDGEGNNPSDKNQDESKSLNKNSTGSDDENTENDNGSDLYQGSQRVIAYSGSEGSGVIYRKKEDNKGDDKDSYEAYLIVTNTNHVVIDKNDKGTADEKSRKI

L
V
E
DI LMRMLASNDGKNSTKI

VVPGKELIVGSTADT
NTDB id 425 SGO RS10525 WP 012131081.1 TYSESNSD....AIFDNNN...SGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDT 150
NTDB id 539 SM12261 RS09395 WP 000681587.1 TYSANRQN....SVFGNDD...TDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 256 KZH43 RS10270 WP 000681597.1 TYSANRQN....SVFGNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 215 SPD RS10945 WP 000681597.1 TYSANRQN....SVFGNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 181 SPR RS10425 WP 000681597.1 TYSANRQN....SVFGNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 145 SP RS11450 WP 000681597.1 TYSANRQN....SVFGNDD...TDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 1139823 DQM45 RS10085 WP 003084040.1 NYRKSNPANQANDIFGEPKSSLNDDNGYSIYSEGSGVIYKKEGKDAYIVTNNHVIDKTDRIEILLADGSKIVGKLVGADT 154
NTDB id 381 SMU RS09890 WP 002262650.1 NYQKTDNSYYNYDS..GSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDT 154
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NTDB id 425 SGO RS10525 WP 012131081.1 YSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAI 230
NTDB id 539 SM12261 RS09395 WP 000681587.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 256 KZH43 RS10270 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 215 SPD RS10945 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 181 SPR RS10425 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 145 SP RS11450 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 1139823 DQM45 RS10085 WP 003084040.1 YSDLAVVKVPSEKIKSVAKFANSANLNVGEVAIAIGSPLGTEYANSVTEGIVSSLSRTVTLKNDEGQTISTNAIQTDAAI 234
NTDB id 381 SMU RS09890 WP 002262650.1 YSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAI 234
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LG IRSQMAVNLGSDESNAILVNSSTNSAGSD
NTDB id 425 SGO RS10525 WP 012131081.1 NPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS 308
NTDB id 539 SM12261 RS09395 WP 000681587.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD 305
NTDB id 256 KZH43 RS10270 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 215 SPD RS10945 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 181 SPR RS10425 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 145 SP RS11450 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 1139823 DQM45 RS10085 WP 003084040.1 NPGNSGGALINIEGQVIGINSSKISQSN..ASGNAVEGIGFAIPANDVIKIINQLEAKGEVIRPAIGIRMVNLGDLSTNA 312
NTDB id 381 SMU RS09890 WP 002262650.1 NPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG 314
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LQS IALYSKNHEKSKINGEDEKNTIKLVITFYYRDEGNKGDKKEKQETVTETS IQKLDTN
NTDB id 425 SGO RS10525 WP 012131081.1 SDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLT 388
NTDB id 539 SM12261 RS09395 WP 000681587.1 IRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLD 385
NTDB id 256 KZH43 RS10270 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 215 SPD RS10945 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 181 SPR RS10425 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 145 SP RS11450 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 1139823 DQM45 RS10085 WP 003084040.1 LNQLQVPENVKGGIVVASVIDNMPAVGKLKQYDIITEIDGETVNTKSDLQSILYSHEINDNIKVTYYRGKDKKTTTIKLT 392
NTDB id 381 SMU RS09890 WP 002262650.1 RDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLT 394
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logo KTSTSDKQGDLSNEEHSE
NTDB id 425 SGO RS10525 WP 012131081.1 KSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 KSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 KSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 KSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 KSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 KSSGDLES. 393
NTDB id 1139823 DQM45 RS10085 WP 003084040.1 KTTKDLNE. 400
NTDB id 381 SMU RS09890 WP 002262650.1 KTSQDLNH. 402
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