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TF IF§ IVVYHEFGHF FAK SGILVREFAIGMGPK FMHTIJK GT YT R LPLGGYVRMAGWG DIYTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT)

R G T

G PASLTLDEEIGVMRINLS[aj§Y DIYT LPMNVT YDLEIGILTITGLV WETKTYRVEHDATIVEEDGTE RIAPHEDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]

U MR s D

QNAS WGRLITNFAGPMNNFILG LVFI LAFVQGGENDMS NEITHVAISYGIHALN G KNWDEI |8 SNV WABIL gy
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

e

AT OtV TVRRSM SEET s sl s TELOK

A QT DPRRSKG[NS J3VTVKHS|ISGEEIQYTINVKPISKIROY Y\ GEAUCLKTRLKDKIPYGGF QMAIRAGATII IgALKRL I)Ns]
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

UL VLA e LU LA AR 5

FSL KLGGPVAM QMSp A NGL®S LBLMGMLSINLGIFNLIPIPALDGGKI MNIIEAIRRKPLIYQERE YIT AGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV

FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV

AL AT A

AVM VLMIAVTWNDIMRAF FsRe]
AVMVVLMIAVTWNDIMRAF F ]
AVMVVLMIAVTWNDIMRAF F 9]

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

319
320
320

399
400
400



