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NTDB id 378 SMU RS02690 WP 002263569.1 I ILYR TKNNPVL G Q

NTDB id 85 BSU 00860 NP 387967.1 I LSR TKNNPVL G

NTDB id 610 V4T04 RS10165 WP 012897346.1 IILSR TKNNPVLVG

NTDB id 290 KZH43 RS10025 WP 001109677.1 MIQILSRKTKNNPVLVG AGVGKTALALGLAQRIASG VPIE AJMMRVLELDIEMNVVAGTRFRGDFEERMN

NTDB id 289 SPD RS10700 WP 001109677.1 MIQILSRKTKNNPVLVG AGVGKTALALGLAQRIASG IMMRVLELDIERMINVVAGTRFRGDFEERMN

NTDB id 287 SP RS11210 WP 001109712.1 MIQILSRKTKNNPVLVG AGVGKTALALGLAQRIASG ISMRVLELDIMMINVVAGTRFRGDFEERMN

NTDB id 329 STU RS10020 WP 011225298.1 MIQ LSRKTKNNPVLVG AGVGKTALALGLAQRIASG VPRELADMR LELDMMSVVAGTRFRGDFEERMN

NTDB id 297 STER RS00545 WP 011680614.1 MIQ LSRKTKNNPVLVG AGVGKTALALGLAQRIASG VPRELADMR LELDMMSVVAGTRFRGDFEERMN

NTDB id 1139767 DQM64 RS09265 WP 000020283.1 |UNEORSRSEAGNSNANRACEN NeAAeyGw WM.\ Y (e Naj:aw:\N(e N PELEDMRVLELDMMSVVAGTRFRGDFEERMN

NTDB id 377 SMU RS09275 WP 002262344.1 M QILSRKTKNNPVLVG AGVGKTALAMGLAQRIUMRIA\VPIIELADM VLELDMMSVVAGTRFRGDFEERMN
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NTDB id 378 SMU RS02690 WP 002263569.1 685
NTDB id 85 BSU 00860 NP 387967.1 749
NTDB id 610 V4T04 RS10165 WP 012897346.1 758
NTDB id 290 KZH43 RS10025 WP 001109677.1 753
NTDB id 289 SPD RS10700 WP 001109677.1 753
NTDB id 287 SP RS11210 WP 001109712.1 753
NTDB id 329 STU RS10020 WP 011225298.1 EELKK YRPEFINRIDEKVVFHSL|®32 [ 759
NTDB id 297 STER RS00545 WP 011680614.1 EELKK YRPEFINRIDEKVVFHSL|# [a] 759
NTDB id 1139767 DQM64 RS09265 WP 000020283.1 EELKKAYRPEFINRIDEKVVFHSL S[NDN 756
NTDB id 377 SMU RS09275 WP 002262344.1 EELKKWYRPEFINRIDEKVVFHRL[EN Iy 756
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NTDB id 378 SMU RS02690 WP 002263569.1 LGYDPMGARPLRRT . 753
NTDB id 85 BSU 00860 NP 387967.1 AG.D.EGARPLRR QI:IVED LSEINLLIAGH 810
NTDB id 610 V4AT04 RS10165 WP 012897346.1 8 AIAYG DPENGARPLR [\ QEVEDMLSE[MNLLEGIX 816
NTDB id 290 KZH43 RS10025 WP 001109677.1 AL AMMGYDPEMGARPLRRT QTEVEDKL ELLLJNAGI] 810
NTDB id 289 SPD RS10700 WP 001109677.1 AL AMNGYDPEMGARPLRRT QTEVEDKL ELLLJNGI 810
NTDB id 287 SP RS11210 WP 001109712.1 AL ANNGYDPEMGARPLRRT QTEVEDKL ELLLJYGI 810
NTDB id 329 STU RS10020 WP 011225298.1 ;L AJ@GYDIEMGARPLRRT QT VEDKLSELLL[GIN 816
NTDB id 297 STER RS00545 WP 011680614.1 5L AJSUGYDIREMGARPLRRT QT VEDKLSELLL[GGIN 816
NTDB id 1139767 DQM64 RS09265 WP 000020283.1 H)WAED[ENAD] T |2ULed:N 0N A% SR aNSEAA NS ANRE A N 815
NTDB id 377 SMU RS09275 WP 002262344.1 ;L AINNGYDIMAEMGARPLRRT QTEVEDKL EL SK 813
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