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NTDB id 1139636 DQM63 RS07570 WP 002913382.1 .MTKGFQYSILASGSSGNCFYLETDQKRILVDAGLSGKKITSLLGEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYHLD 79
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
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NTDB id 1139636 DQM63 RS07570 WP 002913382.1 IYANEATWKAMEKDLGKLDASQKHIFELGKTKTFGDLDVESFGVSHDAACPQFYRFMKDDKSFVMLTDTGYVSDRMAGII 159
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !!! !!* *!!*! !!!!!!*!!!! !!!!*!*!!!!!!!!!!*!!!!! !!! !!!!*!!!!!!!!!!!! *!
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VKELAHMTMKVNAQL
NTDB id 1139636 DQM63 RS07570 WP 002913382.1 ENADGYLIESNHDIEILRSGAYPWSLKQRILSDMGHLSNEDGAETMIRTLGNRTKRIYLGHLSKENNIKELAHMTMVNQL 239
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
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NTDB id 1139636 DQM63 RS07570 WP 002913382.1 AQADMAVGHDFQVYDTSPDTATPLTSI 266
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
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