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NTDB id 1139629 DQM63 RS03860 WP 002900735.1 MKRKTSQKRNSKSLQGWAGLTLALILALAGYFWGQDGQQPLQSPNSEIRVGQVQDQGTPSRELAESVLTDAVRAQLKGSI 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 ........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLS.QKKQASEAPSQALAESVLTDAVKSQIKGSL 70
NTDB id 221 SPD RS09380 WP 001036779.1 ........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLS.QKKQASEAPSQALAESVLTDAVKSQIKGSL 70
NTDB id 187 SPR RS08930 WP 001036779.1 ........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLS.QKKQASEAPSQALAESVLTDAVKSQIKGSL 70
NTDB id 152 SP RS09870 WP 001036779.1 ........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLS.QKKQASEAPSQALAESVLTDAVKSQIKGSL 70
consensus *!*!**!***!!***!*!****!***!****!* !!***** ***!****!!**!!!!!!!!!!**!*!!!*

logo EWNGASGAF IVNGNKTDNLDAGKI
VSSKPYADNKTKLTVQGGKQETLVPTVANAFLLSKSATRQYKKNREKETRGNAGNSTSWVTPAPGWHQLVKNLPKG

NTDB id 1139629 DQM63 RS03860 WP 002900735.1 EWNGAGAFIVNGNKTDLDAGISSKPYADNKTKLVQGQTLPTVANAFLSKSTRQYKKREETRNANTSWVPAGWHQLKNLPG 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG 150
NTDB id 221 SPD RS09380 WP 001036779.1 EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG 150
NTDB id 187 SPR RS08930 WP 001036779.1 EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG 150
NTDB id 152 SP RS09870 WP 001036779.1 EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG 150
consensus !!!!*!!!!!!!!!!*!!!**!!!!!!!!!!!*!***!*!!!!!!*!!!*!!!!!*!*!!*!**!!!*!*!!!!*!!!*!

logo

E
SYNTHAVDRGHLLAGYSAL IGGLKDGFDASTSNPAKNIAVQTAWSANQANQEAAEDYSTGQNYYETSKI

VRKALDKQNKRVRYRVTL IYYATSENTE
NTDB id 1139629 DQM63 RS03860 WP 002900735.1 EYNHAVDRGHLLAYSLIGGLKGFDASTSNPANIAVQTAWSNQANEADSTGQNYYETKIRKALDKNKRVRYRVTLIYATET 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE 230
NTDB id 221 SPD RS09380 WP 001036779.1 SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE 230
NTDB id 187 SPR RS08930 WP 001036779.1 SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE 230
NTDB id 152 SP RS09870 WP 001036779.1 SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE 230
consensus *!*!!!!!!!!!*!*!!!!!*!!!!!!!!!*!!!!!!!!*!!!****!!!!!!!!*!*!!!!!*!!!!!!!!!!*!!***

logo DLVPVSGASHQLI EAKSSDGSELEFNVFL IVPNVQKGI
L
R
QLDYNRSTGKEVSTQVETTQGS

NTDB id 1139629 DQM63 RS03860 WP 002900735.1 DLVPVGSHLEAKSSDGSLEFNVFIPNVQKGIRLDYNSGKVSQETGS 286
NTDB id 262 KZH43 RS08770 WP 001036779.1 DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 221 SPD RS09380 WP 001036779.1 DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 187 SPR RS08930 WP 001036779.1 DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 152 SP RS09870 WP 001036779.1 DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
consensus !!!!**!**!!!!!!!*!!!!!**!!!!!!**!!!**!*!****
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