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NTDB id 486 SM12261 RS09375 WP 020902616.1 MD...FLAVLVVILHIFIISKSYYLICKNKINIKE......LCFFGGYTF....LVESVFELSFYFIYLDGL..GIEKFL 65
NTDB id 249 KZH43 RS10250 WP 000362880.1 MD...LFGFGTVIVHFLIISHSYHFICKGQINRKE......LFVFGAYTL....LTEIVFDFPLYILYLDGL..GIERFL 65
NTDB id 208 SPD RS10925 WP 000362880.1 MD...LFGFGTVIVHFLIISHSYHFICKGQINRKE......LFVFGAYTL....LTEIVFDFPLYILYLDGL..GIERFL 65
NTDB id 174 SPR RS10405 WP 000362880.1 MD...LFGFGTVIVHFLIISHSYHFICKGQINRKE......LFVFGAYTL....LTEIVFDFPLYILYLDGL..GIERFL 65
NTDB id 138 SP RS11430 WP 000364845.1 MD...LLGFGTVIVHFLIISHSYRLICKGRINRKE......LYVFGAYTL....LTEIVLEFSFYLLYLDKI..GIERFL 65
NTDB id 514 SMSK321 RS10615 WP 001048129.1 MN...LFGVGLVIVYFLIISHSYRLICKGQINRKE......LYVFSAYIL....LTEIVLDFPSYLLHLDDL..GIVKFL 65
NTDB id 1139542 DQM67 RS10220 WP 376738740.1 MMFELFFWILQAAIEVY.....FTIVIYEKINKVKSS...FYFTFLC.AIVLILLPLLILNLESIFSLSRHVLYFILLLI 71
NTDB id 416 SGO RS10505 WP 012131078.1 MIFTIILSLFPVIIQVF.....SYDFFYNKINRKKKINIKLIILFWGLIMVISFLYSLFLLLPDYWKIFRDIFHYLFLLI 75
NTDB id 419 DQL23 RS10745 WP 060553298.1 MILKIIIAFFPTIIQVV.....SYEIFHKKIMQSKKIDIKFIGLFFSIVFGISIISSILIEIPSFGDVISSIFHYIFLFI 75
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NTDB id 486 SM12261 RS09375 WP 020902616.1 FPLVLYSYFRFI.KKYEKYRGVFLSLLLSLLYNSTHTFLSVTLSSIIGDDTALQYHSLFFLVVVALTYVVIVTIIRYFHL 144
NTDB id 249 KZH43 RS10250 WP 000362880.1 FPLGLYSYFRWM.KQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHL 144
NTDB id 208 SPD RS10925 WP 000362880.1 FPLGLYSYFRWM.KQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHL 144
NTDB id 174 SPR RS10405 WP 000362880.1 FPLGLYSYFRWM.KQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHL 144
NTDB id 138 SP RS11430 WP 000364845.1 FPLGLYSYFRWM.KQYERDRGLFLSLLLSLLYESTHNFLSVIFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHL 144
NTDB id 514 SMSK321 RS10615 WP 001048129.1 FPLVLYSYFRWI.KQYERDRGLFLSLLLSLLYESTHNFLSVTLSSLTGDNFVLQYYEPFFFLVTVLTYVVILKIIHYFHL 144
NTDB id 1139542 DQM67 RS10220 WP 376738740.1 YPLFFYRYFYKKE.KLSTLFSIFLSLLLYLTVQSSTTFFSVIISSITGDSFVKDNWVVFYIMINSISVLFMLKFIDYLPF 150
NTDB id 416 SGO RS10505 WP 012131078.1 QPLIFYKYFLIKRKEYENYLNLFLSFVIYLSVETSETFLSVIISSITGDSFVKQHYDIFYIIINLLSLFIILKVVDFFDF 155
NTDB id 419 DQL23 RS10745 WP 060553298.1 QPLIFYKYFL.KRKEYDNYLNLFLSFVIYLSVETSETFLSVIISSITGDYFVKQHYDIFYIIINLLSLFIILKVVDFFDF 154
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NTDB id 486 SM12261 RS09375 WP 020902616.1 ELNYFDKDYLYPFLKKVFFALLLLHVVSFISDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKEKMEKEIALKQKKF 224
NTDB id 249 KZH43 RS10250 WP 000362880.1 ELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKF 224
NTDB id 208 SPD RS10925 WP 000362880.1 ELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKF 224
NTDB id 174 SPR RS10405 WP 000362880.1 ELAYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKF 224
NTDB id 138 SP RS11430 WP 000364845.1 ELAYFDKDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKF 224
NTDB id 514 SMSK321 RS10615 WP 001048129.1 DLNYFDKDYLYPFLTKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKDQMEKEIALKQKKF 224
NTDB id 1139542 DQM67 RS10220 WP 376738740.1 YACDFKEEVFKKTIKRINIFYVIDIFILNVSHWLSEDDHFNSFSSMLATICFLIFMTTLFYLKAIREKYEKEEEIRQREL 230
NTDB id 416 SGO RS10505 WP 012131078.1 YFEYYKEPIYKNDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQYEKAKEIQQKKE 235
NTDB id 419 DQL23 RS10745 WP 060553298.1 YFEYYKEPIYKNDLYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQHEKAKEIQQKKE 234
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NTDB id 486 SM12261 RS09375 WP 020902616.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 249 KZH43 RS10250 WP 000362880.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 208 SPD RS10925 WP 000362880.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 174 SPR RS10405 WP 000362880.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 138 SP RS11430 WP 000364845.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 514 SMSK321 RS10615 WP 001048129.1 EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS 304
NTDB id 1139542 DQM67 RS10220 WP 376738740.1 EQLQLQQYTDEIVSLYNEIRGFRHDYAGMLTSFQMAINTQDIKEIEKIYQEVLVDANLKLRSDKYTYFDLNNVGDSALRS 310
NTDB id 416 SGO RS10505 WP 012131078.1 EQRQLQLYTDEIVGLYNEIRGFRHDYAGMLTSLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRS 315
NTDB id 419 DQL23 RS10745 WP 060553298.1 EQRQLQLYTDEIVGLYNEIRGFRHDYAGMLISLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRS 314
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NTDB id 486 SM12261 RS09375 WP 020902616.1 LVAQSIVYARNNGVEFTLEVKDKITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 249 KZH43 RS10250 WP 000362880.1 LVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 208 SPD RS10925 WP 000362880.1 LVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 174 SPR RS10405 WP 000362880.1 LVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 138 SP RS11430 WP 000364845.1 LVAQSIVYARNNGVEFTLEVKDTITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 514 SMSK321 RS10615 WP 001048129.1 LVAQSIVYARNNGVEFTLEVKDIITRLPIDLLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTM 384
NTDB id 1139542 DQM67 RS10220 WP 376738740.1 VMTETLFKAREHQIDLTFEVKDPVEKLPIKLLDVVRMASILLNNAVEGAIESYEKMIHVTLVQLDTEIIFVVKNSRKQRK 390
NTDB id 416 SGO RS10505 WP 012131078.1 VLIQTIFKARECGVEIVFEMKDVIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRY 395
NTDB id 419 DQL23 RS10745 WP 060553298.1 VLIQTIFKARECGVEIVFEMKDVIETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRY 394
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NTDB id 486 SM12261 RS09375 WP 020902616.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 249 KZH43 RS10250 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 208 SPD RS10925 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 174 SPR RS10405 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 138 SP RS11430 WP 000364845.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 514 SMSK321 RS10615 WP 001048129.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 1139542 DQM67 RS10220 WP 376738740.1 LDLEEIYEPEFSTKGYRRGLGLNNLKEILENYEYIMLDTEISKYDFTQVLTIKRRNSL 448
NTDB id 416 SGO RS10505 WP 012131078.1 INLEEIYEVGFSTKGENRGLGLNNVKEIIDKYDEVILETDIETNYFIQVVRFKRKEKI 453
NTDB id 419 DQL23 RS10745 WP 060553298.1 INLEEIYEVGFSTKGENRGLGLNNVKEIIDKYDEVILETDIETNYFIQVVRFKRKEKI 452
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X ≥ 50% conserved


