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NTDB id 1139526 DQM67 RS08140 WP 005591774.1 MKKSKWLAITGLVAASALFLAACGKSSTSSAKTYSYVYNTDPDTLDYVNSNRSSTSDVIANLVDGLLENDQYGNLIPSLA 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVA 80
consensus !!!!!!!!**!**** ***!!!!***!**!**!!*!!! *!!**!!!**!!***!*****!*!!!!*!*!*!!!!*!!*!
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NTDB id 1139526 DQM67 RS08140 WP 005591774.1 EDWTVSKDGLTYTYKLRKDAKWYTAEGEEYAAVKAQDFVTGLKHAADEKSEALPIVQNSIKGLDAYIKGESNDFSTVGVK 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVK 160
NTDB id 324 STU RS16140 WP 011226306.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
NTDB id 292 STER RS06940 WP 011681419.1 EDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVK 160
consensus !!!*!!*!!!!!!!!*!!**!!!!**!!!!!*!*!*!!!!!!!!!!!*!******!!*!!*!!**!**!***!!!*!!!!
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NTDB id 1139526 DQM67 RS08140 WP 005591774.1 AIDDYTVQYTLNQPESYWNSKTTMGILFPINEEFLKKEGKDFGTV.KPSGILYNGPYVLKSFTSKSVIEYSKNQNYWDKD 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKK 240
NTDB id 324 STU RS16140 WP 011226306.1 AIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
NTDB id 292 STER RS06940 WP 011681419.1 AIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKK 240
consensus !!!*!!*!!!!**!!*!!!!!!!* *!*!*!!*!!!**!!!!!****!**!!!!!!**!!!*!*!!*!!**!!**!!!!*
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NTDB id 1139526 DQM67 RS08140 WP 005591774.1 NVKIEDVKLTYYDGSDQESLIRNFTDGAYTQARLYPTSSNYASVEKKYKDNIIFTPQNSTSYFYAFNLNRLAYSHTS.KT 318
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKT 320
NTDB id 324 STU RS16140 WP 011226306.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKT 320
NTDB id 292 STER RS06940 WP 011681419.1 NVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKT 320
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NTDB id 1139526 DQM67 RS08140 WP 005591774.1 DAQKAASKEAIQNKDFRQAINFAFDRKSFGAQMNGNEGATKIIRSLLVPPSFVQVDGKDFSDVVESQLASYGDEWQGVKL 398
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 324 STU RS16140 WP 011226306.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNF 400
NTDB id 292 STER RS06940 WP 011681419.1 DSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNL 400
consensus ! *!***!*!**!!!!!!*!!!!*!!*****!*!!**!!****!*!*!!**!!****!*!*!*!*****!!!!!!*!!*
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NTDB id 1139526 DQM67 RS08140 WP 005591774.1 ADAQDSIYNPEKAKAEFAKAKEALQAQGVEFPIHLDVPVDQTDKIMVQRTNSFKQSVEAALGQENVVIDVHQMSSDDFDN 478
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQN 480
NTDB id 324 STU RS16140 WP 011226306.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
NTDB id 292 STER RS06940 WP 011681419.1 ADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLEN 480
consensus *!*!!**!!*!!!!*!!!!!!**!!!*!!*!!!!!!*!!*!**!**!****!*!!**!**!!**!!!!!**!*!!!!**!



logo

S
V
ATYLFNAEATNAAQAKEDYWDLINSNGMSSVAIGWGSAAPDYQDPVSTYLNDI FNKPTETTSGSDE I

N
L
T
D
K
N
T
A
I
F
G
M
L
G
T
Y
K
D
G
D
Q
PNQNDALAASAKQVGLTKDYKDALLDNQSADAASEKTQTSDTLN

NTDB id 1139526 DQM67 RS08140 WP 005591774.1 STYFAETAAQKDYDLN.MSGWSADYQDPVTYLNIFNPETGDILDNIGLTKGQNQDLASKVGLTDYKALLDQADAEKQDTN 557
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLN 560
NTDB id 324 STU RS16140 WP 011226306.1 VTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560
NTDB id 292 STER RS06940 WP 011681419.1 ATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560
consensus *!**!**!!**!*!******!**!!!!!*!!!*!!*****************!***!**!!!*!!*!!! *!**!**!*!
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NTDB id 1139526 DQM67 RS08140 WP 005591774.1 ARYTKYAAAQAWLTDSSIVIPS.ISAGASPTVQKVVPFTKAYSYVGIKGD.TYVFKGMELQDKVLTVADYQKALEKWEKE 635
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKE 639
NTDB id 324 STU RS16140 WP 011226306.1 VRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKE 640
NTDB id 292 STER RS06940 WP 011681419.1 VRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKE 640
consensus !!**!!*!!!!!*!!!*!!!*****!!*!******!!!*!***!!*!****** !****!*!!*!***!****!!!*!!

logo KEKAESNKEKAQEKEDLAESKHVK
NTDB id 1139526 DQM67 RS08140 WP 005591774.1 KEESNKKAQEELASHVK 652
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KKESNEKAQKDLEKHVK 657
consensus !**!!*!!!**!**!!!
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