
logo MMKQAI ITF IL IL I FGCVIVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKI FAHI
TGKDGTAVYTIR I LPLGGYVRMAGWGEDSTTE IKT

NTDB id 1139523 DQM67 RS07670 WP 005592263.1 .MQIITFIIIFGVIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFAHIGKDGTAYTIRILPLGGYVRMAGWGEDSTEIKT 79
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus ***!!!!**!!*!!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!

logo GTSPASLTLNGEKEDGKVVRR INLSGDKRKQI
VDQTALPMNVTSAFYDFLEEDKLETITGLVLDGESTKTYSEVDHDATIVEEDGTEVLR IAPLKDVQY

NTDB id 1139523 DQM67 RS07670 WP 005592263.1 GTPASLTLNEEGKVVRINLSGKKIDQTALPMNVTSFDFEEKLEITGLVLDESKTYSVDHDATIVEEDGTEVRIAPLDVQY 159
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!***!!!*!!!!!****!!!!!!!!!!**!*!*!!*!!!!!!*!*!!!*!!!!!!!!!!!!!!*!!!!*!!!!

logo QNAS IWGRL ITNFAGPMNNF I LSG I
V
V
LVYFSI LI LAFMVRQGGAVVQDYTYSSTNHLVIQVVAPNQGGVAVAAQKVASGLKDTNGDQAIVQAVINEKYDKVSTNDWDESLTKDE

NTDB id 1139523 DQM67 RS07670 WP 005592263.1 QNASIWGRLITNFAGPMNNFILSIVVYSLLAFMRGGAVDYYSNHVQVVPQGVVAKAGLKDNDQIVQVNEYKVSNWDELTD 239
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!!!!!!!!!!!!!!!!!!***!***!!!**!!**!***!**!!***!*****!!!**!*!!**!**!!**!!*!**
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NTRQNKQFGSKNGPDESVLTS IVTYVEKRRSDNGKQTEQEKTVITSVQKPEQKEDSGQGRSYYF ILGVTSNPAVVLKTGFLFKDKLI LFSGGVFTQDMTAWYETGASTRAI LTAATLKDGI

L I FTHN
NTDB id 1139523 DQM67 RS07670 WP 005592263.1 SVQKATRNQGKNPEVTITYE.RDGKTQKVTVQPEEDGGRYYIGVTNAVKTGFFDKLLSGVTDTWYTASRILTALKDIIFH 318
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus *****!****!******!*****!******!*!****!*!**!!****!!!**!!***!****!**!**!!**!!**!**

logo FSLNKLGGPVAI
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MSSAQAASELSGLPIAS I LSDLMAGMLS INI

LG I FNL IP IPALDGGKI LV I
MNLI I ELAVIRRKPLKNQEVI ETSYLITLAGV

NTDB id 1139523 DQM67 RS07670 WP 005592263.1 FSLNKLGGPVAIYKASSQAAELGLPAILSLMAMLSINIGIFNLIPIPALDGGKILINLIELVRRKPLKQEVETYLTLAGV 398
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!!!!!!!!!****!*!!*!*!!**!!*!!*!!!!!*!!!!!!!!!!!!!!!!**!*!!**!!!!!*!!*!*!*!!!!!

logo AVMVI
VLMIAVTWNDIMKRLAFLFK

NTDB id 1139523 DQM67 RS07670 WP 005592263.1 AVMVILMIAVTWNDIMKLFLK 419
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF. 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF. 420
consensus !!!!*!!!!!!!!!!!**!*
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