
logo MKKSKVWLALAGVSALLGSVGAVLAACSGSSKSKGSNSTASAGKTATYNGYVYNTSASEDPESTLDYVITSGNKTAGSPTAKDTSALVVTNGVDGLLMENADQKYGNFLVPS
NTDB id 1139522 DQM67 RS07605 WP 005591878.1 MKKSKVLALAGVSLLSVGVLAACSGSSKGNSAAKAYNYVYTAEPETLDYVTSGKASTADLVTNGVDGLLENDQYGNFVPS 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS..STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPS 78
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
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VAESDWTSVSQKDGLTYTYKIRKDGAVIKWYTSDEGEEYGADNVTAQKDFVTGLKHAADGKSKSAEGAGI

LYLVQHDSVIKAGLDSDYVLNSGAKTTNTKDFSTNVG
NTDB id 1139522 DQM67 RS07605 WP 005591878.1 IAESWTVSKDGLTYTYKIRKDAKWYTSEGEEYGDVTAQDFVTGLKHAADKKSEALYLVQHSVKGLDDYVNGKTTDFSTVG 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVG 158
NTDB id 324 STU RS16140 WP 011226306.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
NTDB id 292 STER RS06940 WP 011681419.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
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logo VKAVIDEDHYTLQYTLNKKQPEPQYWNSKTTSYGQSVLLSWFPVNAEEDFLKKNQKGDKKDFGQKSTDPSTS I LYNGPFLMLKS ILTAKSASVI EYLQTVKNEHNYWD
NTDB id 1139522 DQM67 RS07605 WP 005591878.1 VKAVDDHTLQYTLNQPEPQWNSKTTSQVLWPVNAEFLKKQGDKFGQSTDPSSILYNGPFLMKSITAKSAVEYQKNENYWD 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWD 238
NTDB id 324 STU RS16140 WP 011226306.1 VKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
NTDB id 292 STER RS06940 WP 011681419.1 VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
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logo KEKNVHVFDTAIKFLSYFYDGQSDQEDALAEVRNGFKTDGAYSTNLVFARLVFYPTSSNYSAGSVEKDKFYKDNI FYFYTPAPSGAGSVTASVAMIG I
VNLIDRQSYNKFHYSTSAK

NTDB id 1139522 DQM67 RS07605 WP 005591878.1 KENVHVDTIKLSYFDGQDQDALARNFKDGAYTVARLYPTSSNYAGVEKDFKDNIFFTPPSAGVAVMGVNIDRQSYNHTSK 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAK 318
NTDB id 324 STU RS16140 WP 011226306.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAK 318
NTDB id 292 STER RS06940 WP 011681419.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAK 318
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LLNKDFRQSALINFAIDRKTSAYSQASQMINGKEDGAAPTYLGALVRNTLYFVPPSTDFVQSAGDKSTFGDVLVETEKVMASASLYGDEWKSGV
NTDB id 1139522 DQM67 RS07605 WP 005591878.1 TTDAQKSATKKAILNKDFRQALNFAIDRTSYSAQINGKEGAPYAVRNTYVPPTFVQAGDKSFGDVVEEKVAALGDEWKGV 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 324 STU RS16140 WP 011226306.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 292 STER RS06940 WP 011681419.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
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NTDB id 1139522 DQM67 RS07605 WP 005591878.1 KLEDGQDGLFNAEKAKAEFAKAKAALQADGVEFPIHLDLPVAQTAKPMVNRAQSLKQSVEKTLGTENVVVDIQQMSEDDL 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDI 478
NTDB id 324 STU RS16140 WP 011226306.1 NFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDL 478
NTDB id 292 STER RS06940 WP 011681419.1 NLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDL 478
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NTDB id 1139522 DQM67 RS07605 WP 005591878.1 YNITYYAPNAAGEDWDISTAVGWNPDYQDPSTYLDILKTTSTETTKTYLGFEGADNAAAKQVGLDEYDRLVDEAGKETSD 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTD 558
NTDB id 324 STU RS16140 WP 011226306.1 ENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
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VKVPKQDEEKVVTKKDEYEAQASRKEKWL
NTDB id 1139522 DQM67 RS07605 WP 005591878.1 VVTRYEKYAAAQAWLTDSSLVVPLMANPGAAPFISRIEPFSGSYAQTGNKTS.STYFKRIKVKDEVVTKKDYEAARKKWL 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWL 637
NTDB id 324 STU RS16140 WP 011226306.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
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logo KEKEKAESNAEKAQKDLESKHVEK
NTDB id 1139522 DQM67 RS07605 WP 005591878.1 KEKEESNAKAQKDLESHVE 658
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
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