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NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNP.ITEAEN.. 77
NTDB id 1139505 DQM67 RS04990 WP 005590266.1 MLNKLKKALYADDFSYFIRYFGVFTLIFSAMTLIIIQVMRSSLYTTVDDNLKSLSQNPAWVANLAYRTTGRQYQQPENKD 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
consensus !**!!*!*******!*!***!*!!!*!!**!!*!!*!!!****!**!!**!*****!*******************!!**

logo

S
A
ENRDSESVQAGH

D
D
A
A
I
S
S
K
F
I
E
K
E
V
K
P
E
G
S
I
N
R
K
G
V
P
Q
N
M
V
A
SASNTDSEATVI LLYFNDDKKDHYFNQTNVQI

V
L
N
S
L
A
N
S
K
V
GNASRFSLNSGFLYDAHKIRKFPLKNELKRKDFE I

L
N
G
D
Q
HIKVYEQQI EQALVKTFNI

SYGQTVEEKSIYRATVVYI
NTDB id 363 SMU RS05195 WP 002262215.1 ...........GDASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTV 146
NTDB id 1139505 DQM67 RS04990 WP 005590266.1 SENRDSESVQAHDIKIEEPGRVNVSANTSAILLNDDYQNVSAKNSFLNFDAIKFNKRFLNQIKQIQLTNSYGQVESYRAY 160
NTDB id 259 KZH43 RS03480 WP 000491790.1 A..........DASK..VEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVI 148
NTDB id 218 SPD RS03780 WP 000491790.1 A..........DASK..VEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVI 148
NTDB id 184 SPR RS03565 WP 000491790.1 A..........DASK..VEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVI 148
NTDB id 148 SP RS03910 WP 000491790.1 A..........DASK..VEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVI 148
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NTDB id 363 SMU RS05195 WP 002262215.1 TVKVN.NDFYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHEL 225
NTDB id 1139505 DQM67 RS04990 WP 005590266.1 MFDIDPNDEIENVKYAVVMTSISQLEQTSEKHEKLIAIVMISFWGISLIASIYLARMSVKPLLDSMQKQKSFVENASHEL 240
NTDB id 259 KZH43 RS03480 WP 000491790.1 LMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHEL 228
NTDB id 218 SPD RS03780 WP 000491790.1 LMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHEL 228
NTDB id 184 SPR RS03565 WP 000491790.1 LMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHEL 228
NTDB id 148 SP RS03910 WP 000491790.1 LMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHEL 228
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NTDB id 363 SMU RS05195 WP 002262215.1 RTPLAVLQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIAR 305
NTDB id 1139505 DQM67 RS04990 WP 005590266.1 RTPLAVLQNRLESLFRKPEATIMESSESIASSLEEVRNMRLLTTNLLNLARRDDGIKPEYGEVTPDFFTTAFSNYAIIAE 320
NTDB id 259 KZH43 RS03480 WP 000491790.1 RTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIAS 308
NTDB id 218 SPD RS03780 WP 000491790.1 RTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIAS 308
NTDB id 184 SPR RS03565 WP 000491790.1 RTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIAS 308
NTDB id 148 SP RS03910 WP 000491790.1 RTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIAS 308
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VKYTDENEDGE IWYDLFDVLAVIKSTANTDRSNL ITYFLRSL IVASDNGPQIG IASDGTDEDKKKVI FDRFYR
NTDB id 363 SMU RS05195 WP 002262215.1 ENGKKLHIINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYR 385
NTDB id 1139505 DQM67 RS04990 WP 005590266.1 ESDKVFDFKNLVSKSITTDKVLLKQVMTILFDNAIKYTEEDGEIYFVASANDRSLTLRISDNGPGIAGDDKKKVFDRFYR 400
NTDB id 259 KZH43 RS03480 WP 000491790.1 ENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYR 388
NTDB id 218 SPD RS03780 WP 000491790.1 ENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYR 388
NTDB id 184 SPR RS03565 WP 000491790.1 ENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYR 388
NTDB id 148 SP RS03910 WP 000491790.1 ENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYR 388
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NTDB id 363 SMU RS05195 WP 002262215.1 VDKARTRQKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK......... 435
NTDB id 1139505 DQM67 RS04990 WP 005590266.1 VDKARTRQKGGFGLGLSLAKQIVDALKGTITVKDNKPRGTIFEIKVPLRSDIRKRISKS 459
NTDB id 259 KZH43 RS03480 WP 000491790.1 VDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK... 444
NTDB id 218 SPD RS03780 WP 000491790.1 VDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK... 444
NTDB id 184 SPR RS03565 WP 000491790.1 VDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK... 444
NTDB id 148 SP RS03910 WP 000491790.1 VDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK... 444
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