
logo

MDQAAVCLTICR INQ
M
L
M
K
L
M
I
D
N
S
T
P
N
S
F
Y
D
L
Q
E
L
I
L
F
Y
R
K
M
W
L
W
KKASDGMPLSTMNPSLQGLNQTVINSLAPNKLIV I

L
D
K
Q
R
E
F
T
Y
A
E
F
V
G
R
E
K
R
N
K
T
Y
V
E
Q
D
G
K
R

Q
K
S
E
I
L
T
S
LLRGQDKQMIGIAEKQVDAVIASAEKQGLNVCKRKSNI

P
L
P
A
I
L
N
V
E
F IMEHKQRFYYKFPKRNQQLIPDLRSVDPVKAKLAHALAERS

NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTV.......T.RDQIKAAALK...NEIEQFYPKLPRVLAA 69
NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGMTNLGVNKLLKFFRKYDRKISLRQMGQVAQVKSIPNFIEQYK.NQDVKKLR 64
NTDB id 407 SMU RS04605 WP 002262865.1 ................MDNFQLFKLKKAGLTNLNILNIIDYEERTQKSLSLRDMAVVSKNKKPLIFMEHYK.NLDSKALR 63
NTDB id 1139504 DQM67 RS04720 WP 005590340.1 ................MNNFEIYKMKKAGLTNPQVLNILRYAENKEGELSLRDKAVVSECRNPALFMEKYK.RLDLPALR 63
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLE 65
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..............MKITNYEIYKLKKSGLTNQQVLAVLEYGENVDQELLLGDIAEISGCRNPAVFMERYF.QIDDAHLE 65
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLS 65
NTDB id 226 SPD RS05990 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLS 65
NTDB id 192 SPR RS05715 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLS 65
NTDB id 157 SP RS06205 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLGDIADISGCRNPAVFMERYF.QIDDAHLS 65
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NTDB id 114 BSU 16110 NP 389493.1 YREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLA 149
NTDB id 599 KW2 RS05940 WP 021037268.1 ADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTEL.NQSFTIVSGLA 142
NTDB id 407 SMU RS04605 WP 002262865.1 KEFNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKIIQDL.SKQFVIISGLA 141
NTDB id 1139504 DQM67 RS04720 WP 005590340.1 EEFERFPSFSILDDVYPWDLCEIYDAPTLLFYQGNLNLLEM.PKIAVVGSRDSSKQGNAAVQKIIKEL.NNELVIVSGLA 141
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQGL.ENELVIVSGLA 143
NTDB id 497 SM12261 RS05565 WP 000705318.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 267 KZH43 RS05590 WP 000705306.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 226 SPD RS05990 WP 000705306.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 192 SPR RS05715 WP 000705306.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
NTDB id 157 SP RS06205 WP 000705306.1 KEFQKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLA 143
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NTDB id 114 BSU 16110 NP 389493.1 SGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQ 229
NTDB id 599 KW2 RS05940 WP 021037268.1 KGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVE 222
NTDB id 407 SMU RS04605 WP 002262865.1 RGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAE 221
NTDB id 1139504 DQM67 RS04720 WP 005590340.1 RGIDTVAHMAALQNGGQTIAVIGTGLDVFYPKANQKLQAYIGKNHLLLTEYGPCEQPLKFHFPERNRIIAGLCRGVIVAE 221
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 497 SM12261 RS05565 WP 000705318.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 267 KZH43 RS05590 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 226 SPD RS05990 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 192 SPR RS05715 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
NTDB id 157 SP RS06205 WP 000705306.1 KGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAE 223
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NTDB id 114 BSU 16110 NP 389493.1 GKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
NTDB id 599 KW2 RS05940 WP 021037268.1 AKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN........ 282
NTDB id 407 SMU RS04605 WP 002262865.1 AKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF......... 280
NTDB id 1139504 DQM67 RS04720 WP 005590340.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGKSDGCHHLIQEGAKCITSGSDVLSEFQF......... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 226 SPD RS05990 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 192 SPR RS05715 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
NTDB id 157 SP RS06205 WP 000705306.1 AKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF......... 282
consensus *!**!!!!!!***!*!*!!**!**!!***!****!***!!!*!!!******!***!***

X non conserved

X similar

X ≥ 50% conserved


