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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYW.HQSQQKQKVTQNEQLLATSASKTK............PATKKTHQAATK 67
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKV 79
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETLSVE..NLSSSSTKSS..........VSKFNSSSSEKN 66
NTDB id 1139500 DQM67 RS03445 WP 005590661.1 .MFEEIVEKLKEYKIFVGLSLLGIIFAGFFLLKGNAQPQNQVSALAQEVVTSASSETNAEKRSANQEKIDSEKDMDSEES 79
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDS.STEKD......VK.KEEKEEPVE 70
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDS.VSEKE......VK.KEEKEEPLE 70
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDS.STEKE......VK.KEEKEEPLE 70
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDL.VSEKE......VN.KEEKEEPLE 70
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDL.VSEKE......VN.KEEKEEPLE 70
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDL.VSEKE......VN.KEEKEEPLE 70
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VAPNKTVKDGENSVEGSVATSAVVDSELVQDEHSTQALQTADITGGPQLSAPQQIA

NTDB id 613 LCA RS05340 WP 231952379.1 KKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIA 147
NTDB id 300 STER RS07485 WP 011681496.1 KSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG...... 152
NTDB id 595 KW2 RS08725 WP 021037687.1 KNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS...... 139
NTDB id 1139500 DQM67 RS03445 WP 005590661.1 EKEVTVDVKGAVKNPGVYQLRA.GARVHDALQKAGGLLPDAESKSINQAQKLTDEAVVYVAKVGEEGADVTQAS...... 152
NTDB id 521 SMSK321 RS04960 WP 000443804.1 QDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGS...... 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGP...... 143
NTDB id 153 SP RS04730 WP 000387344.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGS...... 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL...... 143
NTDB id 222 SPD RS04535 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL...... 143
NTDB id 188 SPR RS04295 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL...... 143
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LGAPQGKKRAEQQDVI IADFYHRDMEEKSAHQNGDGKFQKQS IVEDDELGQKNKVGSGFIGPDAGKTFLIDEQK
NTDB id 613 LCA RS05340 WP 231952379.1 TTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQ 227
NTDB id 300 STER RS07485 WP 011681496.1 .........TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDK 223
NTDB id 595 KW2 RS08725 WP 021037687.1 .........PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEK 210
NTDB id 1139500 DQM67 RS03445 WP 005590661.1 .........QTPAGN.GGTEKGKSDLVNLNTATEAELQTVSGIGQKKAQDIIAYREANGKFKSVDELKNVSGIGAKTLEK 222
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .........GAPS......STSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEK 208
NTDB id 493 SM12261 RS04300 WP 000387351.1 .........GTAS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEK 208
NTDB id 153 SP RS04730 WP 000387344.1 .........GTAS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 263 KZH43 RS04195 WP 000387330.1 .........GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 222 SPD RS04535 WP 000387330.1 .........GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 188 SPR RS04295 WP 000387330.1 .........GTAS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
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NTDB id 613 LCA RS05340 WP 231952379.1 LQSQICVN. 235
NTDB id 300 STER RS07485 WP 011681496.1 IRESLYVA. 231
NTDB id 595 KW2 RS08725 WP 021037687.1 LKDEISID. 218
NTDB id 1139500 DQM67 RS03445 WP 005590661.1 LKDYVTVDK 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 LKDYVTVD. 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 LKDYVTVD. 216
NTDB id 153 SP RS04730 WP 000387344.1 LKDYVTVD. 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 LKDYVTVD. 216
NTDB id 222 SPD RS04535 WP 000387330.1 LKDYVTVD. 216
NTDB id 188 SPR RS04295 WP 000387330.1 LKDYVTVD. 216
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