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NTDB id 1139497 DQM67 RS03095 WP 005592387.1 MAKQRNEIEEKYTWDLTTIFPTDEAFEAELAQVSEEVRKAAGLAGHLLDSADSLLTTTEIQLDLMRRIEKLYSYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *! **!!!!!!!!!!!!*!! *! ! ***!! * !!!!!!!! !! !!* * !!!!*!!*! !!*!!!!

logo QDTRTVAGKLYQEYQAKAGMSNTLYSEQFLGSEQASFAFYFYEPEFMAI
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VLSTQERAEEELLAAGA
NTDB id 1139497 DQM67 RS03095 WP 005592387.1 QDTRVAKYQEYQAKGMTLYSEFGQSFAFYEPEFMAITEDQYQAFLAEQPALQLYQHYFDKLLKKKAHILTQREEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! !* !!!!!!!* !!! !!**!!!!!!* * ! !*! !! !!!**!! ! !*!*! !!!!!*!

logo GDE I FGNAGAPGTDETFANI
VLDNADI LVFPMWVHSDEGDQGDNEVVEQLSTHGNFYITLMVESKDNRDE I

VRKEGAYEALMYGSTVYEQFYQHTYAKQTLQGTNVVKVH
NTDB id 1139497 DQM67 RS03095 WP 005592387.1 GEIFGAAGETFAILDNADIVFPMVHDEDGNEVQLSHGNYITLVESKNREVRKEAYEALYSVYEQYQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! ** *!! *!!!!!!*!! !*! ! ! !*!!!*!!!*!!! !**!! !!!!*! !!!*!!!!! !!! !!!!

logo NYNQAKVRHKFYNSSAREHAALASADNF IPESVYDSLLVESASVNKHLPLLHQRYI
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NTDB id 1139497 DQM67 RS03095 WP 005592387.1 NYNAKVRKFSSAREAALSADFIPESVYDSLVSAVNKHLPLLQRYIALRAKILGISDLKMYDMYTPLSETDYKFTYEEALA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !!*!!!!** !!!*!!! ! !!!!!!!!!!* !!!!!!!!*!!* !! !*!!* *!!!!!*!!!!!!!* !!!! !

logo KASEEVLAI FLGEDEYLSKSGRVHKATAFSTERWIDVHEPNKQGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLMHSSTFYTREQT
NTDB id 1139497 DQM67 RS03095 WP 005592387.1 KSEEVLAILGEDYLSRVKTAFSERWIDVHENQGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus ! !!!!!! !!*! !* !!*!!!!!!!*! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTEKTLLEKEVEKDDAKTRFAI FLNHFYLDGFKRGTVFRQTQFAEFEHAIHEKADAQESGQI
VLTASDEF

NTDB id 1139497 DQM67 RS03095 WP 005592387.1 QPYVYGDYSIFLAEIASTTNENILTEKLLEEVEDDATRFAIFNHFLDGFRGTVFRQTQFAEFEHAIHKADQEGQVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !! !!!!! !!*!!!!*!!!!!!!!!!!!!!!!! !! !!*!! *!

logo

L
MNEKLYADLNEKYYGNLKAKEDNPYEQIQFYEWAER IPHFYMYDNYYVFYQYASTGFAAASAYLAEKIVHGSTEQEDKDEAKYLDTYLKAGNSSDYPL

NTDB id 1139497 DQM67 RS03095 WP 005592387.1 LNELYADLNEKYYGLKKEDNPQIQYEWARIPHFYYDYYVFQYSTGFAAASALAEKIVHGSQEDKDKYLDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! !! !!!* !!*!! !!!!!! !!!*!! !!!!!!! !!!!!!!!* !!!* !! !!!!! !!!!!
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E
NVIKKAGVDMETKNETDYLDNAAFAKVFEDRRLDVEFLEALVEKGLGVHLALS

NTDB id 1139497 DQM67 RS03095 WP 005592387.1 NVIKKAGVDMEKEDYLNAAFAVFERRLDEFEALVEKLGLA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!! !!! !!! !!! !! ! !!!!!! * *
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