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NTDB id 422 SGO RS10255 WP 012131059.1 LHLNPEjfee]S WMVAEGTIILAQ YPJ{ pYEIIKMK VUMY SSKDV WIKWGDI(VR MTESIDANIYQ MLpyS[NI SIDAYATN 400
NTDB id 1139488 DQM67 RS01785 WP 005591090.1 LHLNPET [¢ RJAVEEGELLAQLYPLYLpy iy 399
NTDB id 248 KZH43 RS00225 WP 000801613.1 MVAEGTLLAQLYPSLE 397
NTDB id 207 SPD RS00240 WP 000801613.1 MVAEGTLLAQLYPSLE 397
NTDB id 172 SPR RS00235 WP 000801613.1 MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA@GNQLFLDSTITSIDATATK 397
NTDB id 132 SP RS00260 WP 000801611.1 MVAEGALLAQLYPSLE EGKAKLTAYLSSKVARIKVGDSVRYTTTHDAENQLFLDSTITSIDATATK 397
NTDB id 512 SMSK321 RS10735 WP 000801634.1 MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAIWNQ FLDSTITSIDATATK 397
NTDB id 484 SM12261 RS00280 WP 000801588.1 MVAEGELLAQLYPSLE EGKWYKLTAYLSSKDVARIKVGDSVRYTTTHDAIMNQLFLDSTITSIDATATK 397
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NTDB id 422 SGO RS10255 WP 012131059.1 452
NTDB id 1139488 DQM67 RS01785 WP 005591090.1 451
NTDB id 248 KZH43 RS00225 WP 000801613.1 TEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQOMITG 449
NTDB id 207 SPD RS00240 WP 000801613.1 TEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQOMITG 449
NTDB id 172 SPR RS00235 WP 000801613.1 TEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQOMITG 449
NTDB id 132 SP RS00260 WP 000801611.1 TEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQOMITG 449
NTDB id 512 SMSK321 RS10735 WP 000801634.1 TEKGNFFKIEAETNLTSEQWEKLRYGVEGRLQMITG 449
NTDB id 484 SM12261 RS00280 WP 000801588.1 TEWGNFFKIEAETNLTSJ(QARNKLRYGVEGRLQMITG 449
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