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MLLNp®ST |3 Fl¢ IVIQYHE GHF FAKRSGILVREFAIGMGPKIFAHMGKDGTEI\YTIR LPLGGYVRMAGWG DIYTEIK
AMKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK
AMKATIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK
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TG PRYSL LIPANGIRVERINLSD Q D |3 LPMNVTAYDLEDWNLNITGLVLIJETKTYFVDHDATIVEEDGTE RIAPDVQ
TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ
TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ

NG DRI s

YQNAS WGR ITNFAGPMNNFILGUNLVIRI |YF QGGEYY IUTNEIVA GGIJAQEY GLKTGDIYI  I[G@UKVIR W LN
YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK
YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK
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EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQIRSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT
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BIFSLNKLGGPVAM QMY QA BISGL |y LIJLMGMLS NLG |YNLIJPIPALDGGKI MNIIEAIRRKPLIQEWE YITLYG
NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG
NFSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG
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