
logo

MKF
M
E
M
F
N
M
G
I
M
T
D
K
R
I
N
F
YTSELPRKRTAKAMLDNQKRAEVCI LFIARHEKLRSAEYQFELMYVEAAHLEGQHRLYFQEGHYASGNSPRNTFYI

L
G
ETSAEWHI

V
LLAILGALMASVLRTENCEITVHQDGPTSNESGYCGNKSLVINAAEYGDKLSAALSTFLQATNAEGDLMFYGNEPALVDYGDREVISMERSHDDFKSR I

E
L
D
L
Q
E
K
Y
I
D
Q
E
A
L
V
T
E
A
S
A
I
L
V
E
I
L
V
G
A
I
M
L
G
EKLEKRTDEPLKTSDLSYHRS

NTDB id 601 KW2 RS02615 WP 021036805.1 .......................................MLCQNCNINEAT............................. 12
NTDB id 281 KZH43 RS03550 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 245 SPD RS03860 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 243 SPR RS03635 WP 000882517.1 .......................................MLCQNCKINDST............................. 12
NTDB id 241 SP RS04015 WP 000882523.1 .......................................MLCQNCKINDST............................. 12
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 .......................................MLCQNCKLNDAS............................. 12
NTDB id 378 SMU RS02690 WP 002263569.1 .......................................MLCQNCKLNEAT............................. 12
NTDB id 85 BSU 00860 NP 387967.1 ..MMFGRFTERAQKVLALAQEEALRLGHNNIGTEHILLGLVREGEGIAAKALQALGLGSEKIQKEVESLIG........R 70
NTDB id 610 V4T04 RS10165 WP 012897346.1 MKFENIKYTPTLDRILEKAEEYAHQYQYGTIESAHLLAAMATTSGSIAYSLLAGMNVDSSDLLIDL........EDLSSH 72
NTDB id 287 SP RS11210 WP 001109712.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 289 SPD RS10700 WP 001109677.1 .....MNYSKALNECIESAYMVAGHFGARYLESWHLLIAMSNHSYSVAGATLNDYPYEMDRLE.....EVALELTETDYS 70
NTDB id 377 SMU RS09275 WP 002262344.1 ....MTDYSLKMQEVFRLAQFEAARFESSYLESWHVLLAMVEIDSSVAGLSFAEFEADVRFEDYQAAAILAIGKKPKSSS 76
NTDB id 297 STER RS00545 WP 011680614.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVTGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
NTDB id 329 STU RS10020 WP 011225298.1 ....MTIYSRKMQAIFHRAQLEAERFESPFLETWHVLLAMVEVPGSVAYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS 76
consensus ** * *

logo

G
N
V
E
Q

K
Q
S
D
V
D
E
D
K
M
I
T
R
S
F
I
M
Q
S
D
T
H
T
E
L
I
R
L
Y
E
H
R
P
A
T

S
Y
Q
F
N
I
T
V
L
S
H
R
P
N
A
R
G
A
Q
K
L
E
K
Q
E
R
V
A
I
K
T
M
V
L
Q
M
F
L
I
A
E
T
Q
D
A
E
L
S
A
C
A
M
S
E
Q
A
D
E
F
G
Y
N
E
L
I
V
C
S
A
Y
I
R
K
Q
S

H
K
V
L
N
T
V
N
G
H
H
S
A
I
E
S
V
M
I
K

A
Y
E
V
K
A
S
L
T
V

D
G
G
S
P
T
Q
N
E
E
N
H
A
G
L
I
S
V
P
L
S
L
M
Y
F
N
S
G
K
A
A
H
M
N
F
L
I
G

G
I
M
L
N
Q
R
S
H
L
T

A
E
N
Q
S
V
H
D
E
P
K
Q
S
G
L

E
D
N
P
A
G
L
N

F
N
Q
V
M
L
R

G
S
V
A
A
D
H
L
C
T
Q
R
N
S
V
L
I LKNENLVRLVAGVFHQSALYNEKKDAEQSDKGPRKDSEIMQDFDNSKQNSIPDVLNFKRPLQIFNVDILAGSADI

F
L
F
R
S
G
K
N
R
A
E
V
S
N
D
I
L
Q
N
E
G
K
E
R
N
Q
Y
N
R
F

NTDB id 601 KW2 RS02615 WP 021036805.1 ....IHLYTSVNGQKKQIDLCQNCYQ...IMKSGGQEALFGAGNASNGNSD............EPF.NPFNDIFSALQGQ 72
NTDB id 281 KZH43 RS03550 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTDLNNR...............DF.DPFGDFFNDLNNF 69
NTDB id 245 SPD RS03860 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTDLNNR...............DF.DPFGDFFNDLNNF 69
NTDB id 243 SPR RS03635 WP 000882517.1 ....IHLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTDLNNR...............DF.DPFGDFFNDLNNF 69
NTDB id 241 SP RS04015 WP 000882523.1 ....IHLYTNLNGKQKQIDLCQNCYK...IIKTDPNNSLFKGMTDLNNR...............DF.DPFGDFFNDLNNF 69
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 ....IHLYANINGQQKQIDLCQNCYQ...IMKADPENILSSNLTSQNPQSHQN..........QSMDSFFDDFFGDLNNF 75
NTDB id 378 SMU RS02690 WP 002263569.1 ....IHLYANVNGQQKQIDLCQNCYQ...IMKTDPENGPLNHLSQQN.....S..........SSINPFFDDFFGDLNNF 70
NTDB id 85 BSU 00860 NP 387967.1 GQEMSQTIHYTPRAKKVIELSMDEARKLGHSYVGTEHILLGLIREGEGVAARVLNNLGVSLNKARQQVLQL......... 141
NTDB id 610 V4T04 RS10165 WP 012897346.1 VKVKRSTLRFSPRAEEVMTAASFLAIHNNSEAVGTEHLLYALLQVEDGFGLQLLKL.........QKINIVSLRKELEKR 143
NTDB id 287 SP RS11210 WP 001109712.1 QDETFTELPFSRRLQVLFDEAEYVASVVHAKVLGTEHVLYAILHDSNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 290 KZH43 RS10025 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 289 SPD RS10700 WP 001109677.1 QDETFTELPFSRRLQILFDEAEYVASVVHAKVLGTEHVLYAILHDGNALATRILERAGFSYEDKKDQVKIAALRRNLEER 150
NTDB id 377 SMU RS09275 WP 002262344.1 N..DIMLLEQSHALKRTLAEAAAISQVTHAKEVGTEHVLFAMLLNPNLLATRILELVGFHAKDDGESIRLLDLRKVIERY 154
NTDB id 297 STER RS00545 WP 011680614.1 ESDIIDLRAQSPALEAMLQEAQEIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERN 156
NTDB id 329 STU RS10020 WP 011225298.1 ESDIIDLRAQSPALEAMLQEAQGIASVTGAVEVGSEHVLMAFLLHKDLMVCRLLEVAGFQYKDDSDKPRIIDLRRSLERN 156
consensus * * * * ** ** * * * * **** * * * *



logo

L
T
A
R
D
A
P
G
L
W
F
S

K
T
N
S
E
G
V
K
R
N
A
T
P
Q
E
A
E
D
I
S
T
L
N
P
K
K
Q
N
P
A
A
T
I
V
I
L
P
F
Q
T
H
R
P
E
P
S
D
Q
T
L
M
R
Q
T
A
H
R
S

R
K
G
R
G
N
R
G
N
G
YGDNGGNGNGNRYRPT

G
G
R
V
K
M
N
P
K
N
V
S
A
G
D
K
N
A
G
K
S

G
S
Q
S
A
N
G
P
Q
N
R
S

R
S
F
M
G
R
G
A
S
D
R
P
A
N
L
A
M
Q
G
N
Q
T
M
A
K
T
V
G
Q
P

N
Q
R
A
M
P
A
E
S
P
K
N
S
Q
A
K
T
S
Q

A
N
T
V
S
E
P

N
Q
S
K
T

P
G
I
M
T
E
G
LLADESDELVYFASTGSKRHINDI

V
LTDAEEMSLQIAKEREKLQSRDGRSENKDI

L
E
DP I

M
VIGRSEDAQDEKE IDKQTVISRLMVVI

NTDB id 601 KW2 RS02615 WP 021036805.1 .DFNGAASNQTPPTQTGGRG..............PRGPQNPRAKQPKGMLEEFGINITESARRGEIDPVIGRDEEIKRVI 137
NTDB id 281 KZH43 RS03550 WP 000882517.1 RPSSN..TPPIPPTQSGGGYGGNGGYG....SQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVI 143
NTDB id 245 SPD RS03860 WP 000882517.1 RPSSN..TPPIPPTQSGGGYGGNGGYG....SQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVI 143
NTDB id 243 SPR RS03635 WP 000882517.1 RPSSN..TPPIPPTQSGGGYGGNGGYG....SQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVI 143
NTDB id 241 SP RS04015 WP 000882523.1 RPSSN..TPPIPPTQSGGGYGGNGGYG....SQNRGSAQTPPPSQEKGLLEEFGINVTEIARRGDIDPVIGRDDEIIRVI 143
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 RAFN.PDLPNAPQSQAGRNGGDGGNRGGNNGGGNQGRRAQAQPQQAQGILDEFGINITDMARRGDIDPVIGRDQEIVRVI 154
NTDB id 378 SMU RS02690 WP 002263569.1 RAFNNQDLPNTPPTQAGGGNGNGGNNRRP......GGPQQQASQKPNGLLEEFGINLTDIARKGEIDPVIGRDEEITRVI 144
NTDB id 85 BSU 00860 NP 387967.1 LGSNET............................GSSAAGTNSNANTPTLDSLARDLTAIAKEDSLDPVIGRSKEIQRVI 193
NTDB id 610 V4T04 RS10165 WP 012897346.1 TGLKVPESKKAVTPMSK.........RKMAKG........VAENSTTPTLDSVSSDLTEEARLGKLDPMIGREAEIDRLI 206
NTDB id 287 SP RS11210 WP 001109712.1 AGWTREDLKA.LRQRHR.........TV.ADKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMI 219
NTDB id 290 KZH43 RS10025 WP 001109677.1 AGWTREDLKA.LRQRHR.........TV.ADKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMI 219
NTDB id 289 SPD RS10700 WP 001109677.1 AGWTREDLKA.LRQRHR.........TV.ADKQNSMANMMGMPQTPSGGLEDYTHDLTEQARSGKLEPVIGRDKEISRMI 219
NTDB id 377 SMU RS09275 WP 002262344.1 AGFSKEDIKA.IFEMRK.........PKKVKNSSSFSDLMKPP.SVTGELADFTRDLTELARQGRLEPVIGREQEISRMV 223
NTDB id 297 STER RS00545 WP 011680614.1 AGLSKQDLKA.IHDLRK.........PKKSKASANFANMMQPPQSSTGELADYTKDLTALAESGNLDPVIGRDEEISRMI 226
NTDB id 329 STU RS10020 WP 011225298.1 AGLSKQDLKA.IHDLRK.........PKKSKASANFANMMQPPQSSTGELADYTKDLTALAESGNLDPIIGRDEEISRMI 226
consensus * * * ** * !*** *!**!* * **!*!!!* !! !**

logo

H

Q
E
V
I LNSRKRTKNNPVLVIGDEAPGVGKSTAI

L
V
I
A
V
Y
L
EGLAQQKRI IAVNSDNSGAQSEDVPEIAFQHGIEKMLHMRAQKNDGSMKEKNQRI

V
M
L
I
A
T
E
RLNDLMVAGMVTNSLVVQAGTKRGYFIRGEDQFEDERLMKTNQANQKVILVIMAKDEDEVI SERSAEQKADRNPQEGHNKQD

NTDB id 601 KW2 RS02615 WP 021036805.1 EILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLQNKEVIRLDVVSLVQGTGIRGQFEERMQKLMDEIRKRND 217
NTDB id 281 KZH43 RS03550 WP 000882517.1 EILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKRED 223
NTDB id 245 SPD RS03860 WP 000882517.1 EILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKRED 223
NTDB id 243 SPR RS03635 WP 000882517.1 EILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKRED 223
NTDB id 241 SP RS04015 WP 000882523.1 EILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPHKLQGKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRKRED 223
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 EILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGSVPQKLQNKQVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQD 234
NTDB id 378 SMU RS02690 WP 002263569.1 EILNRRTKNNPVLIGEPGVGKTAVVEGLAQKIVDGDVPQKLHGKNVIRLDVVSLVQGTGIRGQFEERMQKLMEEIRQRQD 224
NTDB id 85 BSU 00860 NP 387967.1 EVLSRRTKNNPVLIGEPGVGKTAIAEGLAQQIINNEVPEILRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGN 273
NTDB id 610 V4T04 RS10165 WP 012897346.1 HILSRRTKNNPVLVGEPGVGKSAIIEGLAQRIVNGQVPIGLMNSRIMALNMATVVAGTKFRGEFEDRLTAIVEEVSSDPD 286
NTDB id 287 SP RS11210 WP 001109712.1 QILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQ 299
NTDB id 290 KZH43 RS10025 WP 001109677.1 QILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQ 299
NTDB id 289 SPD RS10700 WP 001109677.1 QILSRKTKNNPVLVGDAGVGKTALALGLAQRIASGDVPAEMAKMRVLELDLMNVVAGTRFRGDFEERMNNIIKDIEEDGQ 299
NTDB id 377 SMU RS09275 WP 002262344.1 QILSRKTKNNPVLVGDAGVGKTALAYGLAQRIVDSAVPFELADMKVLELDMMSVVAGTRFRGDFEERMNQIIADIEADGH 303
NTDB id 297 STER RS00545 WP 011680614.1 QVLSRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGK 306
NTDB id 329 STU RS10020 WP 011225298.1 QVLSRKTKNNPVLVGEAGVGKTALALGLAQRIASGEVPFELADMRILELDMMSVVAGTRFRGDFEERMNQIIDEIEADGK 306
consensus *! !*!!!!!!!*!**!!!!*!* *!!!!*!* **!! * ** !*****! !! !! !!*!** *****



logo

V
I
V
I
I
M
LF IDE I

LHETLI IMVGSAGGSTAGAMGSI EDSGASVNTI
N
L
MDASAGNI LKPSALARGSDTEFLHRQCMTL IVGATTYQLDHAENEYQRKYHI I EKDEAALSERRLFMAQRKP I

V
N
Q
T
K
I
V
E
D
Q
EPTSEPVESADDEASTYMIADQTI LHLRNKQ

NTDB id 601 KW2 RS02615 WP 021036805.1 VIMFIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVDETITILR 296
NTDB id 281 KZH43 RS03550 WP 000882517.1 IILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILK 302
NTDB id 245 SPD RS03860 WP 000882517.1 IILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILK 302
NTDB id 243 SPR RS03635 WP 000882517.1 IILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILK 302
NTDB id 241 SP RS04015 WP 000882523.1 IILFIDEIHEIVGAGSASDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPTVDETITILK 302
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 VILFIDEIHEIVGAGGTSDGSMDAGNILKPALARGDLQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVEETITILH 313
NTDB id 378 SMU RS02690 WP 002263569.1 VILFIDEIHEIVGAGSAGDGNMDAGNILKPALARGELQLVGATTLNEYR.IIEKDAALERRMQPVKVDEPSVAETITILK 303
NTDB id 85 BSU 00860 NP 387967.1 IILFIDELHTLIGAGG.AEGAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERRFQPIQVDQPSVDESIQILQ 352
NTDB id 610 V4T04 RS10165 WP 012897346.1 VIIFIDELHTIIGAGGGMDSVNDAANILKPALARGDFQMVGATTYHEYQKYIEKDEALERRLARINVDEPSPDEAIAILQ 366
NTDB id 287 SP RS11210 WP 001109712.1 VILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQ 379
NTDB id 290 KZH43 RS10025 WP 001109677.1 VILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQ 379
NTDB id 289 SPD RS10700 WP 001109677.1 VILFIDELHTIMGSGSGIDSTLDAANILKPALARGTLRTVGATTQEEYQKHIEKDAALSRRFAKVTIEEPSVADSMTILQ 379
NTDB id 377 SMU RS09275 WP 002262344.1 IVLFIDELHTIMGSGSGIDSTLDAANILKPALARGSLRTIGATTQEEYQKHIEKDAALSRRFAKVTIEEPSEEEAYQILL 383
NTDB id 297 STER RS00545 WP 011680614.1 IILFIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILN 386
NTDB id 329 STU RS10020 WP 011225298.1 IILFIDELHTIIGSGSGIDSTLDAANILKPALARGTLHMVGATTQAEYQKHIEKDAALSRRFAKITIEEPSVSEAIDILN 386
consensus ***!!!!*! **!*!** * *!!*!!!!!*!!!!*****!!!! !! !!!!*!!*!! * ***!*******!!

logo GI
L
K
R
Q
D
E
P
S
A
K

R
S
T
K
F
Y
Q
E
A
T
K
D
H
YHQRHVI

S
T
K
Q
F
I
Y
S
TDQDEAAVIKMESTAAAVHMNVTKGAMLASDVHNRYMLI STQGSDKRKHNFLPDSKAIDL ILDESASAGASATKKMVKRQNGIVNLLSKRTSIVALFNKNTHKFQTVPQKI

K
P
T
E
A
V
K
N
A
D
L
R
K
D
P
A
E
L
R
S
K
Y
V
D
E

L
I
N
E
D
H
K
R

Q
E
K
R
I
L
D
V
A
S
T
I

D
E
V
A
Q
R
E
E
K
N
D
K
E
P
L
A
L
K
N
A
S
D
A
H
K
E
QAVLTKQMIR

NTDB id 601 KW2 RS02615 WP 021036805.1 GIQARYEDYHHVKYTDEAIEAAAHLSNRYIQDRFLPDKAIDLLDESGSKKNLTLKF..VDPEDINRRIADAENKKNEATK 374
NTDB id 281 KZH43 RS03550 WP 000882517.1 GIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKVIDQRLIEAENLKSQATR 380
NTDB id 245 SPD RS03860 WP 000882517.1 GIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKVIDQRLIEAENLKSQATR 380
NTDB id 243 SPR RS03635 WP 000882517.1 GIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKVIDQRLIEAENLKSQATR 380
NTDB id 241 SP RS04015 WP 000882523.1 GIQKKYEDYHHVQYTDAAIEAAATLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKVIDQRLIEAENLKSQATR 380
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 GIQPKYQDYHHVKYTDDAIEAAAVLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..IDPKEIDQRLVEAENLKAQATR 391
NTDB id 378 SMU RS02690 WP 002263569.1 GIQPKYEDYHHVKYTDEAIEAAANLSNRYIQDRFLPDKAIDLLDEAGSKMNLTLNF..VDPKEIDHRLIEAENLKAQATR 381
NTDB id 85 BSU 00860 NP 387967.1 GLRDRYEAHHRVSITDDAIEAAVKLSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQ 432
NTDB id 610 V4T04 RS10165 WP 012897346.1 GLREKFEDYHQVKFTDQAIKSAVMLSVRYMTSRKLPDKAIDLLDEAAAAVKISVKNQQTKRLDLEKELAEAQEELSEAVI 446
NTDB id 287 SP RS11210 WP 001109712.1 GLKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALM 451
NTDB id 290 KZH43 RS10025 WP 001109677.1 GLKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALM 451
NTDB id 289 SPD RS10700 WP 001109677.1 GLKATYEKHHRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDL....S....PADKALM 451
NTDB id 377 SMU RS09275 WP 002262344.1 GLKKSYETYHHVIISDAAVMAAVKGAHRYLSGKNLPDSAIDLLDEASATVQGLVKK..KAPAYL....T....DLDHALI 453
NTDB id 297 STER RS00545 WP 011680614.1 GLRSSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EDKREI....T....PLDEALI 456
NTDB id 329 STU RS10020 WP 011225298.1 GLRSSYEDYHRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKK..EAKREI....T....PLDEALI 456
consensus !* *****! ! *! !***! ** !!* * !!!*!!!!*!!** *** * * *** * * !



logo

A
K
T
S
D
E

L
N
Q
G
E
E
K
D
Y
I
W
F
Q
G
K
E
L
A
Q
K
S
A
K
R
V
A
H
R
S
T
K
Q
Y
K
Q
L
F
E
L
Y
I
R
A
K
D
T
A
K
Q
V
N
E
I
K
S
Q
E
A
R
K
I
L
Y
A
R
K
D
E
K
L
Q
M
I
V

Q
E
Y
S
K
D
K
F
T
S
E
K
KSWA

Q
K
Q
E
K
K
P
A
L
I
V

L
Q
D
K
P
T

E
G
K
L
F
V
D
D
K
E
P
Q
E
N
Y
K
D
I
M
N
P
R
K
T

Q
S
A
D
P
S
E
I
V
L

I
V
K
D
S
T
D
V
A
E
E
Q
D
S
K
A
H
N
Q
T
D
V
I
A
V
M
L
E
M
V
A
Q
T
H

V
T
I
A
I
V
L
E
S
E
K
S
T
R
Q

W
K
L
S
T
Q
N
G
V
IP I

V
K
S
T
E
Q
G
E
Q
D
K
I
M
L
A
K
T
K
E
Q
A
S
T
K
D
E
T
A
S
Q
T
D
K
S
R
K
Q
Y
L
V
I
L
H
N
M
LAEKNRSADE I

D
ELKHATSKHRVVIG

NTDB id 601 KW2 RS02615 WP 021036805.1 AEDFEKAAHFRDQISKLRELQK......QEVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIG 448
NTDB id 281 KZH43 RS03550 WP 000882517.1 EEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIG 454
NTDB id 245 SPD RS03860 WP 000882517.1 EEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIG 454
NTDB id 243 SPR RS03635 WP 000882517.1 EEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIG 454
NTDB id 241 SP RS04015 WP 000882523.1 EEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIG 454
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 EEDFEKAAYFRDQIAKYKEMQS......QQLDDQDIPVITEKHIEAIVEEKTNIPVGDLKEKEQSQLVNLADDLKSRVIG 465
NTDB id 378 SMU RS02690 WP 002263569.1 DEDYEKAAYFRDQIAKYKEMQS......AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIG 455
NTDB id 85 BSU 00860 NP 387967.1 SQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIG 512
NTDB id 610 V4T04 RS10165 WP 012897346.1 KLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVG 521
NTDB id 287 SP RS11210 WP 001109712.1 DGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIG 516
NTDB id 290 KZH43 RS10025 WP 001109677.1 DGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIG 516
NTDB id 289 SPD RS10700 WP 001109677.1 DGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIG 516
NTDB id 377 SMU RS09275 WP 002262344.1 TNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIG 519
NTDB id 297 STER RS00545 WP 011680614.1 SGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIG 522
NTDB id 329 STU RS10020 WP 011225298.1 SGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIG 522
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NTDB id 601 KW2 RS02615 WP 021036805.1 QDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPG 528
NTDB id 281 KZH43 RS03550 WP 000882517.1 QDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPG 534
NTDB id 245 SPD RS03860 WP 000882517.1 QDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPG 534
NTDB id 243 SPR RS03635 WP 000882517.1 QDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPG 534
NTDB id 241 SP RS04015 WP 000882523.1 QDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPG 534
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 QDDAVDKIAKAIRRNRVGLGAPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHAVAKLVGAPPG 545
NTDB id 378 SMU RS02690 WP 002263569.1 QDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPG 535
NTDB id 85 BSU 00860 NP 387967.1 QDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPG 592
NTDB id 610 V4T04 RS10165 WP 012897346.1 QEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPG 601
NTDB id 287 SP RS11210 WP 001109712.1 QDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPG 596
NTDB id 290 KZH43 RS10025 WP 001109677.1 QDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPG 596
NTDB id 289 SPD RS10700 WP 001109677.1 QDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPG 596
NTDB id 377 SMU RS09275 WP 002262344.1 QDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPG 599
NTDB id 297 STER RS00545 WP 011680614.1 QDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPG 602
NTDB id 329 STU RS10020 WP 011225298.1 QDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPG 602
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NTDB id 601 KW2 RS02615 WP 021036805.1 YVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVG 606
NTDB id 281 KZH43 RS03550 WP 000882517.1 YVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVG 612
NTDB id 245 SPD RS03860 WP 000882517.1 YVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVG 612
NTDB id 243 SPR RS03635 WP 000882517.1 YVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVG 612
NTDB id 241 SP RS04015 WP 000882523.1 YVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVG 612
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 YVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEASVG 623
NTDB id 378 SMU RS02690 WP 002263569.1 YVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVG 613
NTDB id 85 BSU 00860 NP 387967.1 YVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVG 672
NTDB id 610 V4T04 RS10165 WP 012897346.1 YVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVG 681
NTDB id 287 SP RS11210 WP 001109712.1 YVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVG 676
NTDB id 290 KZH43 RS10025 WP 001109677.1 YVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVG 676
NTDB id 289 SPD RS10700 WP 001109677.1 YVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVG 676
NTDB id 377 SMU RS09275 WP 002262344.1 YVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVG 679
NTDB id 297 STER RS00545 WP 011680614.1 YVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVG 682
NTDB id 329 STU RS10020 WP 011225298.1 YVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVG 682
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NTDB id 601 KW2 RS02615 WP 021036805.1 FGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLV 681
NTDB id 281 KZH43 RS03550 WP 000882517.1 FGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLV 687
NTDB id 245 SPD RS03860 WP 000882517.1 FGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLV 687
NTDB id 243 SPR RS03635 WP 000882517.1 FGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLV 687
NTDB id 241 SP RS04015 WP 000882523.1 FGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLV 687
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 FGAAREG.....RTNSVMGELSNFFSPEFMNRFDGIIEFKALSKDNLLHIVDLMLDDVNKRLSSNDLHLDVTDKVKEKLV 698
NTDB id 378 SMU RS02690 WP 002263569.1 FGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLV 688
NTDB id 85 BSU 00860 NP 387967.1 FNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVA 752
NTDB id 610 V4T04 RS10165 WP 012897346.1 FGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIA 761
NTDB id 287 SP RS11210 WP 001109712.1 FGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLA 756
NTDB id 290 KZH43 RS10025 WP 001109677.1 FGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLA 756
NTDB id 289 SPD RS10700 WP 001109677.1 FGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLA 756
NTDB id 377 SMU RS09275 WP 002262344.1 FGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLA 759
NTDB id 297 STER RS00545 WP 011680614.1 FGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLA 762
NTDB id 329 STU RS10020 WP 011225298.1 FGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLA 762
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NTDB id 601 KW2 RS02615 WP 021036805.1 DLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQ.LVADLIDDKI.VISNQTQETAET.TDEEVPAE. 748
NTDB id 281 KZH43 RS03550 WP 000882517.1 DLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNIQIKSAKKAEVKSSEKEK..... 752
NTDB id 245 SPD RS03860 WP 000882517.1 DLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNIQIKSAKKAEVKSSEKEK..... 752
NTDB id 243 SPR RS03635 WP 000882517.1 DLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNIQIKSAKKAEVKSSEKEK..... 752
NTDB id 241 SP RS04015 WP 000882523.1 DLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNIQIKSAKKAEVKSSEKEK..... 752
NTDB id 1139407 DQM69 RS08095 WP 019768909.1 ELGYDPKMGARPLRRTIQDNIEDAITDFYLENPSEKN.FKAVMTSNGKISIKAAKKAEASVAGKKERSSEN 768
NTDB id 378 SMU RS02690 WP 002263569.1 DLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKE.LKAIMTSNGKIVIKASNKVETVTKATSD..... 753
NTDB id 85 BSU 00860 NP 387967.1 EEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN............. 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 EVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV................ 816
NTDB id 287 SP RS11210 WP 001109712.1 NQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA................. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 NQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA................. 810
NTDB id 289 SPD RS10700 WP 001109677.1 NQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA................. 810
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