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MTMESNKENEKVI LQSVAKNRNDLIHVVNEFHDTVYRADGRDEVVLKTAIRDNGVNSFLEYDLEYVKEGETVLAI
LVGESGSGKSVTLTRKTLFMTGLMS
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NTDB id 478 HSISS4 RS06985 WP 021143811.1 MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGQDL 80
NTDB id 327 STU RS16115 WP 011226304.1 MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL 80
NTDB id 295 STER RS06915 WP 011226304.1 MTENKNVILSARDIVVEFDVRDRVLTAIRGVSLDLVEGEVLALVGESGSGKSVLTKTFTGMLEENGRVASGSIDYRGKDL 80
NTDB id 1139376 DQM69 RS00800 WP 019771160.1 ..MSKEEILSVKNLHVNFHTYAGDVKAIRNVNFELYKGETLAIVGESGSGKSVTTRTLMGLSAKNAEV.KGDIQFKGRSL 77
NTDB id 361 SMU RS01310 WP 002262737.1 ..MSKEKILQVNNLHVNFHTYAGEVKAIRDVSFYLEKGETLAIVGESGSGKSVTTRTLMGLSAKNAEI.FGDIEFKGHNL 77
consensus ****!**!!******!*!********!!!*!***!**!!*!!*!!!!!!!!!!*!*!**!****!*****!*!***!**!

logo

N
T
D
K
F
L
V
KSEHEKQDWVADAHVIRGNADEKI SAMTI FQDPMTSLNDPTIMKKRTIWGKLSQIATVI EPVI ILV I

KHDEQEKGEKMVESTFKADKQEAFLKEKI
R
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NTDB id 478 HSISS4 RS06985 WP 021143811.1 TKLKSHQDWAHIRGAKIATIFQDPMTSLDPIKTIGSQIVEVIVKHQGK.SAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQ 159
NTDB id 327 STU RS16115 WP 011226304.1 TKFKSHQDWAAIRGAKIATIFQDPMTSLNPIKTIGSQIIEVIVKHQGK.TAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQ 159
NTDB id 295 STER RS06915 WP 011226304.1 TKFKSHQDWAAIRGAKIATIFQDPMTSLNPIKTIGSQIIEVIVKHQGK.TAKEAKKMAIDYMDKVGIPDAEKRFNEYPFQ 159
NTDB id 1139376 DQM69 RS00800 WP 019771160.1 NDLV.EKDWVDVRGNEIAMIFQDPMTSLDPTMKIWKQITEPILIHDEEMEFDQAFEIAVDLMEKVGIPNAREHANDYPHQ 156
NTDB id 361 SMU RS01310 WP 002262737.1 NDLK.EEDWVHIRGNDISMIFQDPMTSLDPTMRIGLQIAEPIIKHEK.VTKKEALKRALDMMEKVGIPNAQEHINDYPHQ 155
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VLVIACDEPTTALDVTIQAQI LIHDLMLKDES ILQKKENQETYDEGSFS IV I F ITHDLGVVAGSMIADRKVAVMYAGKE IVI
NTDB id 478 HSISS4 RS06985 WP 021143811.1 YSGGMRQRIVIAIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEII 239
NTDB id 327 STU RS16115 WP 011226304.1 YSGGMRQRIVIAIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEII 239
NTDB id 295 STER RS06915 WP 011226304.1 YSGGMRQRIVIAIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEII 239
NTDB id 1139376 DQM69 RS00800 WP 019771160.1 WSGGMRQRAVIAIALAANPEILIADEPTTALDVTIQAQILHLMKDIQKQTESSIIFITHDLGVVAGMADRVAVMYAGKIV 236
NTDB id 361 SMU RS01310 WP 002262737.1 WSGGMRQRAVIAIALATNPEILVADEPTTALDVTIQAQILHLMKEIQKNTDSSIIFITHDLGVVAGMADRVAVMYAGKIV 235
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logo EYGATVDEEVI FYNEPQCHPYTWGSLLGNSSMLPTQTLGNATDAQDKNSGEKSLHQFAS IPGTPPDSLLYNQTPPVKQVGDAFAAPLRNSAEDFYAMLDQIDHLFKEEEKPAPFMQFKQVSDSTHYWA
NTDB id 478 HSISS4 RS06985 WP 021143811.1 EYATVEEIFYEPCHPYTWSLLSSLPQLADDKGELFSIPGTPPSLYTPVVGDAFALRSDYAMQIDFEEKAPQFQVSDTHWA 319
NTDB id 327 STU RS16115 WP 011226304.1 EYATVEEIFYEPCHPYTWSLLSSLPQLADDNGKLFSIPGTPPSLYTPVVGDAFALRSDYALQIDFEEKAPQFQVSDTHWA 319
NTDB id 295 STER RS06915 WP 011226304.1 EYATVEEIFYEPCHPYTWSLLSSLPQLADDNGKLFSIPGTPPSLYTPVVGDAFALRSDYALQIDFEEKAPQFQVSDTHWA 319
NTDB id 1139376 DQM69 RS00800 WP 019771160.1 EYGTVDEVFYNPQHPYTWGLLGSMPTTGTQSGSLQAIPGTPPDLLNPPKGDAFAARNAFALDIDHEEEPPMFKVSDSHYA 316
NTDB id 361 SMU RS01310 WP 002262737.1 EYGTVDEVFYNPQHPYTWGLLNSMPTTNTASGSLHSIPGTPPDLLQPPQGDAFAPRNEFALDIDLKEEPPFFKVSDSHYA 315
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NTDB id 478 HSISS4 RS06985 WP 021143811.1 KTWLLHEDAPKVEKPAVIQNLHEKIRANMGFAHLGDEEEGNA 361
NTDB id 327 STU RS16115 WP 011226304.1 KTWLLHEDAPKVDKPAVIQNLHEKILANMGFAHLGDEEEGNA 361
NTDB id 295 STER RS06915 WP 011226304.1 KTWLLHEDAPKVDKPAVIQNLHEKILANMGFAHLGDEEEGNA 361
NTDB id 1139376 DQM69 RS00800 WP 019771160.1 ATWLLDERAPQVTPPDFIQKRWQDWQALEGRQK......... 349
NTDB id 361 SMU RS01310 WP 002262737.1 ATWLLDDRAPKITPPERILQRWEKWKSLQGEKHND....... 350
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