
logo MDKEKLKE I FNKHSALPEEVEEFDDGMVKEVITAGLLFCLKEVLDMDDSSFVSAFSRVEKTVSKLAKDYYIKLWTYDDWR
NTDB id 1139372 DQM69 RS00505 WP 002962720.1 MDKEKLKEIFNKHSALPEEVEEFDDGMVKEVITAGLLFCLKEVLDMDDSSFVSAFSRVEKTVSKLAKDYYIKLWTYDDWR 80
NTDB id 582 DLJ51 RS00505 WP 002962720.1 MDKEKLKEIFNKHSALPEEVEEFDDGMVKEVITAGLLFCLKEVLDMDDSSFVSAFSRVEKTVSKLAKDYYIKLWTYDDWR 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QEAR I I LYQLLERFPDLANDEEKLR IYFKTKFRSYVLDNIRKQESQKRAFDRMIYEE I SELGHMIPSQQMDTADYCALKE
NTDB id 1139372 DQM69 RS00505 WP 002962720.1 QEARIILYQLLERFPDLANDEEKLRIYFKTKFRSYVLDNIRKQESQKRAFDRMIYEEISELGHMIPSQQMDTADYCALKE 160
NTDB id 582 DLJ51 RS00505 WP 002962720.1 QEARIILYQLLERFPDLANDEEKLRIYFKTKFRSYVLDNIRKQESQKRAFDRMIYEEISELGHMIPSQQMDTADYCALKE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLKELKQKLAPEDYAKI LLLMRGGAFKGRSAF IKDIKVEFEDFDEDN
NTDB id 1139372 DQM69 RS00505 WP 002962720.1 KLKELKQKLAPEDYAKILLLMRGGAFKGRSAFIKDIKVEFEDFDEDN 207
NTDB id 582 DLJ51 RS00505 WP 002962720.1 KLKELKQKLAPEDYAKILLLMRGGAFKGRSAFIKDIKVEFEDFDEDN 207
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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