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NTDB id 113916 Q426 RS08110 WP 014622146.1 MNFEKIEQAYELILENSQLIENNLKTHIYDAIVEQNSFYLGAQGASPQVAKNIETLKALQLTKEEWRQAYQFVLIKAGKTEPLQA 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!*!*!*!**!**!*!!*!!!**!!!**!!!!*!!******!***!**!*!*!!!!!***!!**!!!*****!!*

logo NHQFTPDAS IGF IMI LY I
LLETGLSTSNQKESSQLDVI LI E IGSGTGNLAHETI LVNHNSHSQKAS IHDYI

L
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M
L
G
DSSAVQHF IVQEDAVR

NTDB id 113916 Q426 RS08110 WP 014622146.1 NHQFTPDAIGFIMLYILETLSSQESLDVLEIGSGTGNLAHTILNHSHQAIHYLGVELDDLLIDLSASIAEIMGSSAQFIQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!*!!*!!*!*****!!**!!!!!!!!!!*!!*!*!***!*!*!*!*!!!!!!!!!!!!****!!**!*!!!!!!

logo PQLI LKESDI
M
VI I SDLPVGFYPNDDKIASQRYQVASASKDLEGHTYAHHLLMEQASLKYLKKDEGFLAI FLAPVNDLLSTSPEQSHPLLKQKWLKQGNYNAVQTVIAL

NTDB id 113916 Q426 RS08110 WP 014622146.1 PQLLKESDMIISDLPVGFYPNDDIASRYQVASSDEHTYAHHLLMEQALKYLKKDGFAIFLAPVNLLSSPQSHLLKQWLKGYAQVA 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!*!!!!!!!!!!!!!*!!*!!!!!****!!!!!!!!!!!*!!!!!!*!*!!!!!!!*!!*!*!!*!!!*!!*******

logo ALVITSLPEAVI FGKNQPKASNAIKS I IFVLCKKQSNQRQFSALETSFVYP I
L
S
TDLKQSDVPDENVVLRDRFMEKNFKNKWKREDNVI

F
NTDB id 113916 Q426 RS08110 WP 014622146.1 ALITLPEAVFGNPANAKSIIVLCKQSNRFAETFVYPISDLKSVDNVRDFMENFKNWKRDNVI 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!!!*!****!*!!!*!!*!!!****!*!!!!**!!******!*!!*!!!*!!*!!!*
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