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M FEKIEWAYIAL L NRJQW EN] L TH YDA EQN JJYLGA GARJdN INNIRWT. JNL L KEEWR[M QF MIKAY I§LQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
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NHQFTPD IGFI LY LEML BIMMSILD EIGSGTGNLABITI Nj(Si{y IllY G E DDLLIDLSASIA SSEINE QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
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PQ LKESD IISDLPVGFYPNDINIABRYQVA BIMSHTYAHHLLMEQ LKYLKK GIJAIFLAPV LL SigQSEILLKWLEeNEN [N
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
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A I LPEA Fl§ Ig NEKSIMVLEKQS I3gAE FVYP  DLIEK] I RIYFMIANFKRWKEIDN Vp 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
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