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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQD...YWQRYRRFWWVPCLVLLGIIAG..GFYWHQSQQKQKVTQN......EQLLATSASK.......TKPATKKTH 62
NTDB id 105 BSU 25590 NP 390437.1 ......MNWLNQHKKAI...ILAASAAVFTAIMIFLATGKNKEPVKQ..................AVPTETENTVVKQEA 53
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFV...SVIAVLMVIF..CFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTE 74
NTDB id 1139126 DQM54 RS07795 WP 111723982.1 .MIEDLIEKAKQYKIAL...GLGLLGVIAA..GFILLQGRDQGGT........DVQQLTEQTSSSSSYKDEKSNKSNEIS 66
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIV...ICTGLGLLVG..GFFLLKPAPHTPV........KETNLQAEVVAISKDSSTEKDVKKEEK 65
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIV...ICTGLGLLVG..GFFLLKPAPQTPV........KETNLQAEVVAVSKDSVSEKEVKKEEK 65
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIV...ICTGLGLLVG..GFFLLKPAPQTPV........KETNLQAEVAAVSKDSSTEKEVKKEEK 65
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIV...ICTGLGLLVG..GFFLLKPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEK 65
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIV...ICTGLGLLVG..GFFLLKPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEK 65
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIV...ICTGLGLLVG..GFFLLKPAPQTPV........KETNLQAEVAAVSKDLVSEKEVNKEEK 65
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NTDB id 613 LCA RS05340 WP 231952379.1 QAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQA 142
NTDB id 105 BSU 25590 NP 390437.1 NNDESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGG. 131
NTDB id 300 STER RS07485 WP 011681496.1 GSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGT 153
NTDB id 1139126 DQM54 RS07795 WP 111723982.1 QTETGDQLVTVDVKGAVKKPGVYQLQS.NSRVHDALEKAGGMTEEADLKSVNQAQKLSDEAVVYVAKVGENAVDVT.TS. 143
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TG. 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 EEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.AG. 142
NTDB id 153 SP RS04730 WP 000387344.1 EEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG. 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG. 142
NTDB id 222 SPD RS04535 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG. 142
NTDB id 188 SPR RS04295 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TG. 142
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NTDB id 613 LCA RS05340 WP 231952379.1 PQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGP 222
NTDB id 105 BSU 25590 NP 390437.1 GS...............VQSD....GGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGE 192
NTDB id 300 STER RS07485 WP 011681496.1 GQ...............VSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGD 218
NTDB id 1139126 DQM54 RS07795 WP 111723982.1 AP...............ANATSGTGQTKSALVNLNTATEADFQTISGIGQKRAQDIIAYREANGKFKSVDDLKNVSGIGA 208
NTDB id 521 SMSK321 RS04960 WP 000443804.1 SG...............AP....SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGA 203
NTDB id 493 SM12261 RS04300 WP 000387351.1 PG...............TA....SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGA 203
NTDB id 153 SP RS04730 WP 000387344.1 SG...............TA....SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGG 203
NTDB id 263 KZH43 RS04195 WP 000387330.1 LG...............TA....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGG 203
NTDB id 222 SPD RS04535 WP 000387330.1 LG...............TA....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGG 203
NTDB id 188 SPR RS04295 WP 000387330.1 LG...............TA....SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGG 203
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NTDB id 613 LCA RS05340 WP 231952379.1 KTFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 KSFEKIKSSITVK 205
NTDB id 300 STER RS07485 WP 011681496.1 KTLDKIRESLYVA 231
NTDB id 1139126 DQM54 RS07795 WP 111723982.1 KTLEKLKEYVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 KTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 KTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 KTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 KTIEKLKDYVTVD 216
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