
logo MRAKEVLFAKKERKSKLRDRFNRTANTQRCVAKYLSRYVLFNDHFVI LFVLMLVFFLLGFTVALVQYSQLLKRNHFPKNHPLWPAIWI LAGLVLLVLSCLGLLVPFMWGRNIATYLEKP
NTDB id 1139102 DQM54 RS02665 WP 111723356.1 MREVFAKRKLDFRNQCVKYLRYVLNDHFVLFLMVFLGFTAVQYSQLLRNFPKNHLPIWLALVLLSLGLVFMGRIATYLEK 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
consensus !***!**!***! *!*!!*!!!*!!!!*!*!***!!!**!!!!!!!**!!!!***!*!*!**!*!*!*!*!*!!!!!!*
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NTDB id 1139102 DQM54 RS02665 WP 111723356.1 PDSLFLLAKEEEVRVYVGKQRRNSFILWGFLQTLALLLLAPLFLALGVPIWGFTLYCLFLFALKVLVFQWKSKKFYLQEG 160
NTDB id 474 HSISS4 RS07765 WP 418080400.1 ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQSG 160
NTDB id 482 STER RS07725 WP 011681529.1 ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQSG 160
consensus *!***!!*!!!!!*****!*****!**!***!!!***!**!!!!!!!*!*!!**!*******!! **!!*!***!!*!*!

logo LDNWKTDKSLAIAAGYEENRKRKQQRS I LQKFFASLFTNVKGI STSSVKRRGAYLDFGLITLNKRLTSKKNDQKKEHKYVTWDYNLFYLRSAYFLRNSGDFYVFALSLRLLF IALST
NTDB id 1139102 DQM54 RS02665 WP 111723356.1 LDWKSLIAYEERRKQRILQFFALFTNVKGISSSVKRRAYLDFLTNRLSKNQEKVWDNLFLRSYLRNGDFFALSLRLLILS 240
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT 240
NTDB id 482 STER RS07725 WP 011681529.1 LNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT 240
consensus !*!* *!!*!**!*!*!!*!!*!!!!!!!!*!!!!!!*!!!****!**!*** *!*!!*!!**!!*!!**!!!!!!**!*
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NTDB id 1139102 DQM54 RS02665 WP 111723356.1 LLIIIFLPQSMIATIFVGLFQYLLLFQLLALYDAYDYQYLIKLFPLEESAKVKGAKRVITSIGAVILLVELLAALLFFKE 320
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLITQIVLVLTLVQ...AICLFDL 317
NTDB id 482 STER RS07725 WP 011681529.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQIVLVMTLIQ...ALCLFDL 317
consensus !!*!***!****!***!**!*!!!!!!!*!!*****!!****!*!******!***!!*!**!**!**!** !***!**

logo KI
F
M
S
VLFI IL ILVLGI

V
Y
ML IVLYSALVYLPYAKLKGKLMVIDERA

NTDB id 1139102 DQM54 RS02665 WP 111723356.1 KIMVLFILLVYLILYAVYLPYKLKGLVDERA 351
NTDB id 474 HSISS4 RS07765 WP 418080400.1 KFS.LILVGIMLVLSLVYLPAKLKKMID... 344
NTDB id 482 STER RS07725 WP 011681529.1 KFS.LILIGVMLVLSLVYLPAKLKKMID... 344
consensus !** !******!*!**!!!!*!!!***!
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