
logo MLNKI
LENKVTGGYLANIPVLKDI

V
S
TFSEVGANDGELVGL IGLNGAGKSTTINE I IGFLLKTPYKGGRQI SA IDGLTLIAQEQHDEPADSYRKQKIGFYIPETPSL

NTDB id 113908 Q426 RS06680 WP 012678429.1 MLNIENVTGGYLNIPVLKDISFSVGNGELVGLIGLNGAGKSTTINEIIGFLKPYKGRISIDGLTLAEHEADYRKKIGFIPETPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!**!*!!!!!*!!!!!!!**!*!**!!!!!!!!!!!!!!!!!!!!!!!*!*!!*!*!*!!!!!*****!*!!*!!!*!!!!!!!

logo YEELTLAREHI
L
N
ETVALMAYDGI

LDVETLEAGHMAKVRAEDPKFYLEKLFRLTDDEKLDWFPVTHQFSKGMKQKVMI ICAFVI IVDNPSLF I LVDEPFLGLDPLAIASD
NTDB id 113908 Q426 RS06680 WP 012678429.1 YEELTLAEHINTVAMAYDIDVELAHKRAEPFLELFRLTDKLDWFPVHFSKGMKQKVMIICAFVIDPSLFILDEPFLGLDPLAIAD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!*!!**!!*!!!**!!**** !!***!*!!!!**!!!!!!**!!!!!!!!!!!!!!!***!!!!!*!!!!!!!!!!!!*!

logo L IKEALLEAVEEKANKGKAS I LMSTHVLDSAEKMCDRFVI LHQHGQI
V
R
LAQGTI

L
A
D
E

D
ELQRAQVTFGDADSSASLNDIYLMAQLTKEGGELS

NTDB id 113908 Q426 RS06680 WP 012678429.1 LIKALEVEKAKGKSILMSTHVLDSAEKMCDRFVILHQGQVRAQGTLADLQAVFGDASASLNDIYLALTKEG.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS 243
consensus !!**!**!!!*!!*!!!!!!!!!!!!!!!!!!!!!!*!!**!!!!***!***!!! !!!!!!!!**!!!****
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X ≥ 50% conserved


