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NTDB id 1139064 DQM66 RS08905 WP 000742232.1 FLNITYYAANA EDWD S[qeVNiW PDYQDPSTYLDIBKTTSSETKg |BG D PNSJY \AUQVGLK YDIYL IMRAAMETS

NTDB id 475 HSISS4 RS07005 WP 021143809.1 NATLNAANAAAEDWDISNEVfW PDYQDPSTYLDIFKTTSSENTKWFMGYDDPNNAAAAQVGLKDYDALLINSAASET
NTDB id 324 STU RS16140 WP 011226306.1 LENTLNAANAAAEDWDISNEV W PDYQDPSTYLDIFKTTSSENTKIFMGYDDPNNAAAAQVGLKDYDALLWSAASETS
NTDB id 292 STER RS06940 WP 011681419.1 LENATLNAANAAAEDWDISNNV W PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETS
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