logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1138994 DQ0O01 RS04910 WP 053254340.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1138994 DQO01 RS04910 WP 053254340.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1138994 DQO0O1 RS04910 WP 053254340.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

ééKN FsLENF5E$%5%ZEAéH§§S§KEY§A§¥

Sl

.............. PVEQNXERDEQER . LEEWT

KT, ... .. TAPQEX NEREKEMN SSEK .

MKRAT. .. ... QTLPEK NMRMKEMN S N[EK .
NGGFSLFAKKEKRIJIWHAERHSASDKL
NGGFSLFMKKEKRIJIWAERHS ASDKL

DIJ. ..... NEPPEL TigH NEAEQ .

.......... MNEAATIMA NIIKER .

Q... KPIKNSVIYT, DIIQMEA .

MAING. . . ... KTQVHEP VIgA DK .

MAVIL. . . ... DIIK[EV .

KPQMMP TigA
* *

*

* % %

DVTAETRRLAT L Vel Bl

D MIF RQLATM
DITIFTRQ ATM
DITIMTRQLATM
FTRQL TM
FTRQL TM

AG PL QAF
[JAG PL QAF
i G PLVQAF

AG PL QAF

AGVPL Q F

AGVPLVQAF

AGVPLVQ F
*ok | [

F RQLATM
FTRQLATH
FTRQ ATM
DIMIFTRQLATM

DITIFTRQLATM
Lok otk | 1 okok |

o OB e e o gy

BL
SQ

AUYKEKSE|L [NKIKKA
ARYKEKSEIRL [NKIKKA

sokokokokok | oskok | Dskok skokokokokokok kx| Dk | e

SR

e Mo e il
IE

AEFMEPGKGMQAEVRIPALERGPGLK

SGSVSHLAR. . . ..

TRVE. . . . . TS....
TRVE. . . .. TS....
VISKEKP®FDR.. . . ..

KN@FEGL. . ..
KN@LEGL. ...
*

seblabR L Ve )

LB AISINNGIPICY F D83 Y CN L VINA G EJNEGLYL
IRS RENE S NHIZKVAZIR FRAQWAY A VNI T Gle VIR
LYY LESKEEIPIRYF @l CNLV AGEJYSGHL
LEVAALRK[NPIFYFDIXLYCNL EAGEQ GRAL
1] LRKIWPRIYFDILYCNLV GEQSGEJL
GEQSGHJL

IWSIALRKMPEEBIFDNL CHLV  GEQSGEL
kxkk x x| skok Lokokr | bk 1|

INGFGA LPAFTQEIV
ISYEFGAELPWF TQNV
EWNIGAELPIQRT QEyV
EWIIGAEL P AIRT QEyV
ISYEGA " LP ATV
SIeG - ELP © FTIyV
IWIEGAELPAF TRV
ISIFGA LPAFTQIRV
ISIFGA LPAFTQEIV
I okokok Pk D Dok | *

144
147
148
150
150
147
143
146
149
149

224
227
228
230
230
227
223
226
229
229



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GC0O85 RSO7730 WP 011213805.1
1138994 DQ0O01 RS04910 WP 053254340.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1138994 DQO01 RS04910 WP 053254340.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1138994 DQOO1 RS04910 WP 053254340.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

;EE%LHEBSEéfggﬁﬁDBEE

IFA T
IgA T

RIGLKLEARE IRIQRR DA
A G BrFilE N sIWEFNEY DR
GA IR I NARNsIFErREE DEE

N B AR F [NagsiRsid FRWIGDRL
[l GAATR FiWala JSRSJ: FRIW DRL

* % ok % ok % k kxkx Kok kkok Kk

eMREIBels 6 et

1 LAVES LR

R

sk Pksk | %k | |

H D LA B 2

Hlﬁ%zF o ol VA

I outeles W4T

BPI G
PIGD
PIJFGD

P GE
AJMA[ET
B @D

LKA TA FSRTLAT FAAG P
K WIAR
K WIAR

LIBKA\TARF RTL HTFAAG PLV AL[ES

LMK B ARF RTL TTFAAGVPLVDALDS

[ | koskskskskk | okok

QMVEIGEESGE
QMVEIGEESG

QM IGEESG LD MLIYKEAIXFYEINEVDNAV{EINL FA
QM IGEESG LD MLIYKEIAIRXEFYEINEVDNAV{ERWT FA

QMiAIGEESGmLDQMLEKVAQH 1A DAY NHVDNLTS
M

QMPAIGEESGALD MLEKVAMNFYEINEVDNVD{EL TE
QMVAIGEESGALD MLMKVAW YEREVDRAVD[ELTH

V

*

Vvt AL

CRTIATIREAAGVPLVDLDSTAGARBGN
RTINATIMFAAGVPLVDPLDSTAGAEGN

AGATGN

AGATGN

k|

|X£
\/
EVES

V
LK BIAR RTL TTFAAGVPLV@ALDSHAGATGN@ K

* *kk | okokokok *

el VP akacsty,

UCEMIRUARVIBRNIMIKMIGTESV] 406
VGGLVINAMYLPIF LEISV [cyn 407
VGGLVVAMYLPIF L[SV [Ch 408

IN\L VAMYLP F LGRV V. 410

GIJL VAMYLP F LGRVVEES 410
VGGLVVAMYLP IFESLGSEV. 406
VG LVVAMYLP F LG LyJFus 402
VGGL AMYLPIF GSVV. 405
VGGLV AMYLPIF 408
VGGLV AMYLPIF 408

* % ok % ok

Dkokok ok % 1 x|

X non conserved
B similar
>50% conserved

QMVAIGEESGALDEMLINKV AN

I iy ro Dk 1

kok D Dkoskokokok 1k

303
307
308
310
310
307
303
306
309
309

383
386
387
389
389
386
382
385
388
388



