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NTDB id 1175 A1552VC RS12105 WP 000788426.1 VKEGNLEELGVRWGVMSTNG...SHSVGGSIESNLWQKGLLAD.........DEFPVDEFLNV..........NLASTSA 387
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INEGNMDELGVRWGFTSING...SHTVGGSIENNLATIGLYDGGGEGD.DGGSSVGIDDFLNV..........NLAATSP 396
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTKDFSQDIGIRWGVSRPTH...LSGTLEGA.NEL.........ARGT.APANVVPLERRL.......NLDLAAAPLTGA 501
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTKDFSQDIGIRWGVSRPTH...LSGTLEGA.NEL.........ARGT.APANVVPLERRL.......NLDLAAVPLTGA 501
NTDB id 1138992 DQO01 RS02285 WP 053253954.1 ANVDYDKSLGVRWGGRLNRG...NWGAGGIN.KPL.........AEGA................EPSESLPSSPFVDMGS 253
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ANVGYDKSLGVRWGGAYHKG...NWSGYGKD.GNI.........GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
consensus * *****!***!* * * * * ** *** * *

logo

G
K
L
T
N
D
T
P
A
T
G
S
A
A
T
S
N
S
V
I
S
G
A
L
I
F
A
S
Q
G
I
V
L
G
V
I
A
F
Y
R
S
K
A
I
M
L
I
N
T
G

D
S
G
S
D
N

L
G
F
I
T

I
A
M
LLNDLQELTSAMSLEQQKNASLTDESGNRYKPTAGKELTVI LVIASNQTSPKRLVLVMI STQSATDNQRKEKQKAEPTARVYKVI LAEKQTSGSVEQYTQEVIPFYTLQVSEASTSTI

N
S
R
A
S
N
A
G
G
A
S
G
T
SSTTAANS

T
T
V
T
E
A
S
L
FKDEKAASLVLGSL

NTDB id 1092 CAD91899.1 1..2286( ) .AAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGL 648
NTDB id 1100 NMB RS09455 WP 002225652.1 .AAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGL 656
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSL 599
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSL 611
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSL 611
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSL 464
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSL 464
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKAVLSL 473
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSL 578
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSL 578
NTDB id 1138992 DQO01 RS02285 WP 053253954.1 LTGTSGLGIAYITDNLLLDLELTAMEKTGNGEIVSQPKVVTSDKETARILKGTEIPYQESTSRGAT...SVSFKEASLSL 330
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KDATSGIGIGFITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSL 602
consensus ***** ***** * *!*!*!*!* *********!******** !****! **!********** * *!*!*!*!



logo

N
T
E
KVTPSNQITPDNGW

Q
R
K
V
L
I
Q
I
L
V

V
L
M
K
T
E
D
V
L
N
D
Q
S
K

V
I
A
S
N
T
N
Q
KDAETRS IRVPNDSGASEGPYQLVCTQANTVMKYAFLSTAGQNPTLQGNDTEGI

A
E
V

A
V
L
P

C
P
S
A
I

L
I
K
I
S
D
N

K
T
Q
K
N
T
R
E
N

L
V
I
Q
G
N
A
T
K
N
Q

I
A
V
M
LVKDENDNGGQETLIV I

V
I
V
LGGVIYFKSQEENHQESDTKNQITTGMSNKNATVS ILQVENDTRKI

VPLFFLGEDVILPLYVI
L
V

NTDB id 1092 CAD91899.1 1..2286( ) TVTPNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVI 727
NTDB id 1100 NMB RS09455 WP 002225652.1 TVTPNITPDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVI 735
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EVTPNITPDGKILMELNIANDSINS...YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYV 676
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NVTPSITPDGKIQMKLDISKDSVAG...AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NVTPSITPDGKIQMKLDISKDSVAG...AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVL 544
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVL 544
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLL 553
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KVTPQITPDGKILMDLQINQDTPSPQT.F..LGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KVTPQITPDGKILMDLQINQDTPSPQT.F..LGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1138992 DQO01 RS02285 WP 053253954.1 EVTPQITPDGWVVMEVKVTKDEPDYLNKL..NDVPPIKKNEVNAKVLVKDGETIVIGGVFSNTQSKVVDKVPFLGDVPYL 408
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EVTPQITPDNRIIVEVKVTKDAPDYQNML..NGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYL 680
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NTDB id 1092 CAD91899.1 1..2286( ) GNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1100 NMB RS09455 WP 002225652.1 GNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1138992 DQO01 RS02285 WP 053253954.1 GRLFRRDVLAERKSELLVFLTPRIMNNQAIAVSR......... 442
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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