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HLEPVLS|JHISK FKDDJYY RIFEHVVWEGYEMWPLARLAAAV MA |ERIDIMANSHIFDAMVNQKIRLEY iy BLKKWLEEQT
HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLPLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQ PEVLKKWLGEQT
HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQT
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AFDGKKVLAA E PESQARALNM ELTRINFQIBGTPTVIVGGKY@WVEF|DW SGMETIDRLYDKVREEQKESEQ 231
AFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
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