
logo MCYI
TRKRQQGFTL ITELL IVMAVIAATIMAMTI

MAFLPNSMSGQWIASRR I
VASHQAEQI

VANLLRFSRGEAVRLNLVPVYICPVQVKKDGATAPN
NTDB id 1138954 DQM57 RS04730 WP 108043581.1 MYIRRQQGFTLIELLIVMVIATIMAMMAFPSMSQWIASRRVASQAEQIANLLRFSRGEAVRLNVPVYICPVQVKKDGTAN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !* !*!!!!!! !!!!!! !! !!! *! ! !! !!!!!!*!!*!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!! *!

logo NKRCDFSKKEGQRGMLAFGDKNGDNKAYDGGNDTKVDVFS ILRSVVLNDDI
T
D
KDKSR INYATFNHI

VAFGKSASKQPATATDRVVWTFNQNGTFGYLTDP
NTDB id 1138954 DQM57 RS04730 WP 108043581.1 NKCDFSKKEQGMLAFGDKNGDKAYGGDTKDVSIRSVVLNDDIKDKRINYTFNHVAFGKAKPATDRVVWTFNQNGTFGYTD 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLND.TDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
consensus !*!!!!!! !!!!!!!!!! !!! !! !! *!!!!!!!* ! !!!! !!!*!!! ! !!!!!!!!!!!!!!! *

logo DQNLKTDSKNSKRFSVYSDGYIQIVLTDARAVSDADKKFRSAVVL IDNSSGRVEVCPRKRGNDQTRATMVCKQHYK
NTDB id 1138954 DQM57 RS04730 WP 108043581.1 DQNLTSKSRFSYSDGYIQIVLTDARAVSDADKKFRSAVVLIDSSGRVEVCPRGDQRTMCQYK 222
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
consensus !!!! !*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!** ! ! *! **

X non conserved
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X ≥ 50% conserved


