
logo MELRQTDEFALQAAAQRAAIRFLEHRYATDGSGANEAVLASNSCYI
TERLFQALQNGHSF IRLKSGKDGEADSAFLSATLAKPVVGETSAASPL I LEGERKRL

NTDB id 1138947 DQM57 RS03725 WP 111726939.1 MERQTDEFALAAAQAAIRFLEHYTDSGAEALSSYIERLFQALQNGHSFIRLKKGEASFLSTLKPVVGESASPLILEGEKL 80
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRRL 80
consensus !! !!!!!! !!! !!!!!!!*! !! ! ! * !!!!!!!!!!!!!!!! !! !! ! !!!! !! !!!!!! *!

logo FLGRMWQLEYDLAATE IKRLAAAGTSAPDAVAGARQNLAKWFQGAVGSEGQRDAAALALLQFSFMVITGGPGTGKTTTVAKLLA
NTDB id 1138947 DQM57 RS03725 WP 111726939.1 FLGRMWQLEYDLATEIKRLAAAGTSAPDVAGARQNLAKWFQGVGSEGQRDAAALALLQSFMVITGGPGTGKTTTVAKLLA 160
NTDB id 1134 OK783 RS03985 WP 010358120.1 FLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLLA 160
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo L ICGSEGDNEGANLPHIALAAPTGKAAAHMARALHRAS INGSFDAPDEANVRRHLLKLEGQTVHRLLKLRSPPKMQAPAFDNHP I
V
R
YPLPFDVL

NTDB id 1138947 DQM57 RS03725 WP 111726939.1 LICSGDGALPHIALAAPTGKAAAHMARALHRAINSFDAPDNVRRHLLKLEGQTVHRLLKLRPPKMQPAFNPVYPLPFDVL 240
NTDB id 1134 OK783 RS03985 WP 010358120.1 LICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDVL 240
consensus !!! !!!!!!!!!!!!!!!!!!!!!!! !! !!!!* !!!!!!!!!!!!!!!!!!! !!!!!*!! * !!!!!!!

logo I IVDEASMLDTAVLMLQLLKAVKTGARVI LLGDENQLPSVGI
VGAVLSVLSQKTLVLDGGE I

T
H
Y
N
Q
K
RLAVEGFYLPEHGFPSLVCSARDNPVPVLA

NTDB id 1138947 DQM57 RS03725 WP 111726939.1 IIDEASMLDTVLMLQLLKAVKTGARVILLGDENQLPSVGVGAVLSVLSQKTLLGGEIYNKLVEYLPEHGFPLCRDVPVLA 320
NTDB id 1134 OK783 RS03985 WP 010358120.1 IVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLA 320
consensus !*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*! !! ***! *!!!!!!*** *!!!!

logo QNTAHRLSFSHRFGDNSGIGCLASRASAVVSGDEAGQAWALFDSRFDPDKELEHSECRSLPNAQRVERLYRATHKAGYWQAVDKDEGNI EASAYAG
NTDB id 1138947 DQM57 RS03725 WP 111726939.1 QNTARLSFSHRFGDNSGIGCLSRSVVSGDEAQAWALFSRFDKELEHSECRLNAQVERLYRTHKGYWQAVDEGNIESAYAG 400
NTDB id 1134 OK783 RS03985 WP 010358120.1 QNTAHLSFSHRFGDNSGIGCLARAAVSGDE.GAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAG 399
consensus !!!!*!!!!!!!!!!!!!!!! ! !!!!!* !!!!! !!* !!!!!!! *!! !!!!!! !!*!!!!! *!!!! !!!!

logo I SDAIVVLAAWRQDAEDNFNEAYCNSYVRRKMRNIPEHLQAVYFAGEP IMIRQNDYALEGLFNGDI
VGL IMDEDAVGQRPQGSLASAYFAPDATD

NTDB id 1138947 DQM57 RS03725 WP 111726939.1 ISDAVVLAAWRQDAENFNEAYCNYVRRKRNIPEHQVYFAGEPIMIRQNDYALGLFNGDVGLIMDDAQRPGSLSAYFPDTD 480
NTDB id 1134 OK783 RS03985 WP 010358120.1 ISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADAD 479
consensus !!! !!!!!!!!!!! !!!!!! !!!!! !!!!! !!!!!!!!!!!!!!!! !!!!!*!!!!*! !*!!! !!!*! !

logo GFKKVAVSCLPDEFEPAFAMTVHKSQGSEYREVWLLPPSADAPSDNEEGDDALSGLSKRELLYTAITRAKREKFVFFGGEKEKTFCRQA
NTDB id 1138947 DQM57 RS03725 WP 111726939.1 GFKKVAVSCLPDFEPAFAMTVHKSQGSEYREVWLLPPSAAPSNEEDDALSGLSRELLYTAITRAKEKFVFFGGEETFRQA 560
NTDB id 1134 OK783 RS03985 WP 010358120.1 GFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQA 559
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!! ! !!!!!!!!*!!!!!!!!!!*!!!!!!!! !!*!!



logo

A
V
A
NTVKVRQTALGNSMLEKRVFSQEG

NTDB id 1138947 DQM57 RS03725 WP 111726939.1 AATVKVRQTALGNMLKRVFSQG 582
NTDB id 1134 OK783 RS03985 WP 010358120.1 VNTVKVRQTALGSMLERVFSQE 581
consensus !!!!!!!!!! !! !!!!!

X non conserved
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X ≥ 50% conserved


