
logo MSAPS IQRAFDPLATAVP IASGTNL I EASAGTGKTYGIAALFTRL IVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE
NTDB id 1138943 DQM57 RS02235 WP 111726579.1 MSASIQAFDPLAVPIAGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !!!*! !!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SKEKIAEKLGDDTLSDGIAAYCAEHHEKGDTFLPALLEQALQKESRTRL IVRLKAAIGQFDNAAIYTIHGFCQR I LRDYAFLC
NTDB id 1138943 DQM57 RS02235 WP 111726579.1 SKKIAKLGDDTLSDGIAAYCAEHHKGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus !! !! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QAPFDVELTEEDGDRLLVPAQDFWRERVSGNDPVLAAELAVFKRKAVPQTVLAQIRSARYLSRPYLNFRRPQADLKQAQHRDNAETS
NTDB id 1138943 DQM57 RS02235 WP 111726579.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSNDPVLAELVFKRKAVPQTVLAQISRYLSRPYLNFRRPQADLKQAQHNAETS 240
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!* !!!!

logo WQTI
VCRLLPELEAGFWR IHPDLNGNSYRKNSFGNLFEKELAQKSAAGQLPCFLDKDTHDERLLKLASSDKLEAGLKKGKTPDAA

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 WQTICRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFEELAQKSAAGQLPFLDKDTHDRLLKLASDKLEAGLKKGKTPDAA 320
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!!!!!!*!!!!! !!!!!!!!!!!!!!!!!

logo VFAELQKLADFGRDLNALEEAEEATTMIRLQLDL I EYLNRSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETLPARAVAEN
NTDB id 1138943 DQM57 RS02235 WP 111726579.1 VFAELQKLADFGRDLNALEEAEEATMIRLQLDLIEYLNRSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETLARAVAEN 400
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAEN 400
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo WE I
TAL IDEFQDTDPLQYE I FQKI F IAQRNRPLFLVGDPKQAIYSFRGADIYAYLQAAEGDNAQRHRYTLATNYRSHASAL IGS IG

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 WETALIDEFQDTDPLQYEIFQKIFIAQNRPLFLVGDPKQAIYSFRGADIYAYLQAAGNAQHRYTLATNYRSHSALIGSIG 480
NTDB id 1132 OK783 RS01905 WP 010951035.1 WEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
consensus !! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!! !!!!!!!

logo ALFRLKERPFVLENIGYSEVGAARAESRLSPEKRPAVQLVRWLHENDNEKANKDVLRRRAADYCADE IAHRALNEAASGGRLNF
NTDB id 1138943 DQM57 RS02235 WP 111726579.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPERPAVQVRWLHENDNEKANKDVLRRRAADYCADEIAHALNEAAGGRLNF 560
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNF 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!



logo KDGRPLQSGDIAVLVRTHNEAVMI
VSAALKKRQVQSVLLSRESVFASPEAAALSAL IGFWLEPRRAGTLRFVLTSGS I FGYDA

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 KGRPLQSGDIAVLVRTHNEAVMVSAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSSIFGYDA 640
NTDB id 1132 OK783 RS01905 WP 010951035.1 KDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDA 640
consensus ! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo QQLHDFNQNESE I LHWAESARTALDI
NWNQKQYGI FAAMQQFSQTHGI ETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 QQLHDFNQNESEILHWAESARTALDNWNQYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA 720
NTDB id 1132 OK783 RS01905 WP 010951035.1 QQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LHKWLRDQI SLADGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQI LHQGSANRATELLAKAQ
NTDB id 1138943 DQM57 RS02235 WP 111726579.1 LHKWLRDQISLADNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQSANRTELLAKAQ 800
NTDB id 1132 OK783 RS01905 WP 010951035.1 LHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLAKAQ 800
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!

logo LSEDSEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSTDNTADNPLAYL I EGLSPQDSRETVRQRTYADCREKDGITMLKQRNW
NTDB id 1138943 DQM57 RS02235 WP 111726579.1 LSEDEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSTNTADNPLAYLIEGSPQDSRETVRQTYDREKDGITMLKQNW 880
NTDB id 1132 OK783 RS01905 WP 010951035.1 LSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEKDGITMLKRNW 880
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!! !!!!!!!!! !! *!!!!!!!!! !!

logo

Q
RRLVATDNAPASGTDNFATFTEDAPPPAAVYCRGNADGQATAEFAANS IPDERGFRFL IVRHTSFTALSRHTQTLPDGGEEDAVCQPSLDAPAETAS

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 QRLTDNAPSGTNFAFTEDAPPPAVYCGNAGQTAEFAANSIPDRGFRLIRHTSFTALSRHTQTLDGGEEDVQPSLDPAETA 960
NTDB id 1132 OK783 RS01905 WP 010951035.1 RRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDACPSLDAAETS 960
consensus !* !!!! !! ! !!!!!!!!! !*!!! ! !!!!!!!!!*!!!! *!!!!!!!!!!!!!!*!!!!!! *!!!!*!!!

logo

E
V
P
S
A
TMPSETPSTADSDGI

M
S
TIHDNFPKGTHQAGLCLHE I LEDHFKPFDGQRAPAAEGQETL IADKTLKKYGFEE IWLPAVAEMAVEACRKTPLT

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 ESTMPSETPSDSDGMTIHNFPKGTHAGLCLHEILEHFPFDRPAAGQETLIADTLKKYGFEEIWLPAVAEMVEACRKTPLT 1040
NTDB id 1132 OK783 RS01905 WP 010951035.1 VPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEMAEACRKTPLT 1040
consensus * !!!!!!* !!!**!! !!!!!*!!!!!!!!!!*!*! *!! !!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!

logo GATYGSLSDIPPEGCYRCRPEMGFTLFHTEDFGSLKRLRADWFLARDDIRLPEVCRAAAEKTLDFHTVNGFLNGF IDMVCQDPDEGNIC I
V I

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 GTYSLSDIPPEYRCPEMGFTLFTEDFSLKRLRAWFARDDIRLPEVCRAAAKTLDFHTVNGFLNGFIDMVCQDPEGNICVI 1120
NTDB id 1132 OK783 RS01905 WP 010951035.1 GAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQDPDGNICII 1120
consensus ! ! !!!!!! *!*!!!!!!!*!!!! !!!!! ! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!*!



logo DYKSNHLGTDASAYTQRQAMDEAVAHHQHYYLQAL IYAVAAAMRYFKLRGQPQPAAI
VS IVRYLFLRGI

LDGKGNGGI
VWRWDIDATAASL

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 DYKSNHLGTDASAYTQQAMDEAVAHHHYYLQALIYAVAAMRYFKLRGQQPAAISIRYLFLRGIDGKNGGIWRWDIDTASL 1200
NTDB id 1132 OK783 RS01905 WP 010951035.1 DYKSNHL....SAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWRWDIDAAAL 1196
consensus !!!!!!!****!!!! !!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!*!!!*!*!!!!!!!*!!! !!*!!!!!! ! !

logo

D
E
Q
WIKR

NTDB id 1138943 DQM57 RS02235 WP 111726579.1 DWIR 1204
NTDB id 1132 OK783 RS01905 WP 010951035.1 EQIK 1200
consensus * !*

X non conserved

X similar

X ≥ 50% conserved


