
logo MSENKQNEVLTGYEQLKRRNRRRLVTASCSLVAASC I
LLLAAALSSDPADENSNPPAAPPQATDGETGASTVENSQATANSTAVQTPATLKSAASEGN

NTDB id 1138938 DQM57 RS01735 WP 111726504.1 MSENKQNEVLTGYEQLKRRNRRRLVTASCLVAASCLLLAAALSSDPAENPPAAPTDETGSVENQAASTVQTPTLKSASEG 80
NTDB id 1129 NGFG RS01435 WP 003687618.1 MSENKQNEVLTGYEQLKRRNRRRLVTASSLVAASCILLAAALSSDPADSNPAPQAGETGATESQTANTAQTPALKSAAEN 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!* *!!** !!! ! ! ! ! !!! !!!! !

logo

G
VEPTAADKPQDLAGEDEKQAPPSAADNSEGI SEPEDNVGAPLVI

L INDRLDEDSNIKGLEAESEKLQQAEEATAKQTAEPQAKEQAKQRAAEKAVQSATAV
NTDB id 1138938 DQM57 RS01735 WP 111726504.1 VEPAADKPQDLAGEEQAPAADNGISEPEDVGAPLVIINDRLDDSNIKGLEASEKLQQEEAAQTAQAEAKQRAAEKAQATV 160
NTDB id 1129 NGFG RS01435 WP 003687618.1 GETAADKPQDLAGEDKPSAADSEISEPENVGAPLVLINDRLEDSNIKGLEESEKLQQAETAKTEPKQAKQRAAEKVSATA 160
consensus !*!!!!!!!!!!!* **!!! !!!!! !!!!!!*!!!!!*!!!!!!!! !!!!!! ! ! ! * !!!!!!!! !!

logo DNSKTDTVAAVEKPKQRASAEPSKPQKATERATAEASKPKATKEPAQTKTADEKVASDEKPKTALAPEKSTKPSDSTATKSDKSAVKEAPKKASDKAEGSKKPTAV
NTDB id 1138938 DQM57 RS01735 WP 111726504.1 DNKDT..AEKPKQAAESKPQKTERAAESKPKTKEPAQKTADKVSEKPKTLPEKSKSDSTKSDKAVKEPKKSDKAESKKPV 238
NTDB id 1129 NGFG RS01435 WP 003687618.1 DSTDTVAVEKPKRSAEPKPQKAERTAEAKPKAKE..TKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADKAEGKKTA 238
consensus ! !!** !!!! !!*!!!! !! !! !!! !!** !!!*!! *!!!! *!!*!*!* !!! !!!!*!! !!!! !!*

logo EKDEGRSDGKKHETAQSKATDKADKATKTAEKEKSEGKASGKKASAIQAGYAEKERALSLQRKMKAAGIDSTITE IMTDNGKVYRVKS
NTDB id 1138938 DQM57 RS01735 WP 111726504.1 EKEGSDGKKHETASKA...DKAKTAEKEKSEKSGKKSAIQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNGKVYRVKS 315
NTDB id 1129 NGFG RS01435 WP 003687618.1 EKDRSDGKKHETAQKTDKADKTKTAEKEKSGKAGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNGKVYRVKS 318
consensus !!* !!!!!!!!! ! ***!! !!!!!!!! ! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SNYKNARDAERDLNKLRVHGIAGQVTNE
NTDB id 1138938 DQM57 RS01735 WP 111726504.1 SNYKNARDAERDLNKLRVHGIAGQVTNE 343
NTDB id 1129 NGFG RS01435 WP 003687618.1 SNYKNARDAERDLNKLRVHGIAGQVTNE 346
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!
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