
logo MKHYALL I SFLALSACSQGSEDLNEWMAQTQRREKAKAE I IPFQAPTLPVAPVYNSPPQLPTGFPNAFDFRRMETDVKKGEGNAPDT
NTDB id 1138934 DQM57 RS00750 WP 108043410.1 MKHYALLISFLALSACSQGSEDLNEWMAQTQRKAKAEIIPFQAPTLPVAPVYNPPQPTGFNAFDFRRMETVKKGGNAPDT 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDT 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!! !!!*!!*!!!!!!!!!! !!! !!!!!

logo

K
NRI

VKETLEKFSLENMRYVGI LKSGKQKVSGF I EAVEGYVYTVGVGNYLGQNYGR I EQNS ITDEDNS I IVLNEL I EDSTGNWVSRKAE
NTDB id 1138934 DQM57 RS00750 WP 108043410.1 NRVKETLEKFSLENMRYVGILKSKQKVSGFIEVEGYVYTVGVGNYLGQNYGRIQNITENSIILNELIEDSTGNWVSRKAE 160
NTDB id 1101 NMB RS09450 WP 002214522.1 KRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAE 160
consensus !*!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!! !!* !!*!!!!!!!!!!!!!!!!!!

logo LLPLNQPSSDKNTDEQTAEAQATAAPSAANEQN
NTDB id 1138934 DQM57 RS00750 WP 108043410.1 LPLQPSDKNTDTEQTAASANEQN 183
NTDB id 1101 NMB RS09450 WP 002214522.1 LLLNSSDKNTEQAAA..PAAEQN 181
consensus !*!**!!!!!* ***! !!!

X non conserved

X similar

X ≥ 50% conserved


