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M FEKIEWAVISL L NEQW ENNL TH YDA EQN IJYLGA GARJN IVANVSWL JAL L KEEWR[ QF MIKA[S
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

S s

IFLQ NHQFTPD IGFI LY LEJL BJMOSILD EIGSGTGNLA TI NEISBIKSIDY €SS

GIE DDLLIDLSASIA
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

ARG S e L M

J\NF QEDAVRPQ LKESD IISDLPVGFYPNDINIABRYQVA BIMSHTYAHHLLMEQ LKYLKK GIJAIFLAPV LL S)gQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

| ScashEs D ccutek

Ll

LKLl

S| LMl

SEILLKNWL)qepgAN A I LPEA Fi§ Iy NRKSIMVLEKQS RAPNE FVYP RIDLEGN] N RFMEANFKRWKRDN VS 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF] 317
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X non conserved
B similar
>50% conserved

160
160
160

240
240
240



