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MBEKLVEVKD EISFGEG KKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIFLN TSEGEI| DGKMINGIEYS SEEIN L
MPEKLVEVKDVEISFGEGEKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGSILSHSEKNDL

MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL
MPEKLVEVK VEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL
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IR IQMIFQDPAASLNERATVDYI SEGLYNFWNL KJE ERKJRKIK RIEVGLLE\EHLTRYPHEFSGGQRQRIGIAR LVMWP

IRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKIIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD

A AR IYVLE DOV ORAT VAR RS

LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
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