logo

NTDB id 1138793 DQM60 RS08305 WP 014632700.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 1138793 DQM60 RS08305 WP 014632700.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 1138793 DQM60 RS08305 WP 014632700.1
NTDB id 473 HSISS4 RSO07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 1138793 DQM60 RS08305 WP 014632700.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

LV TANOTERA L LT LY AL TNRA Y

MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP

MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
N e

PR VLAY RN RN R 1AL

ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMJRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMITICAFIVNPSLFIVDEPF

LA ELACRAR L ST (R AT DN (L

LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGWLEELRQTFGDDSASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKANGK ILMSTHVLDSAEKMCDRFVILHHGQ LAQGT ELRQTFGDSJSASLNDIYMQLTKG

ELS 243
ELS 243
ELS 243

X non conserved
B similar
>50% conserved

80
80
80

160
160
160

240
240
240



