logo

NTDB id 113877 Q426 RS00310 WP 014623463.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 113877 Q426 RS00310 WP 014623463.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 113877 Q426 RS00310 WP 014623463.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 113877 Q426 RS00310 WP 014623463.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 113877 Q426 RS00310 WP 014623463.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 113877 Q426 RS00310 WP 014623463.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

il

L

pul

G

ARG e OO s

MKKYI|JARIMLRSL ST VTALTYTI TRVP BLIF QDPNYNK \ENT|ZDISKIANYIENT EN GYISYYS KELQWKAS|SLDIY
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS

MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS

R R LA AL

VTTKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
EULR DD bk Dok D LD Lok Do o D Lok Do Dok Lo D0 Lo Lok Dok D0 Dok Dok | Lok Dokorokoror § Lok 00D Lo d Lo b D L1 Lo Lk

SRR R LT e T s T RSDNRRS S)

VGSGTKHKYL YFN|SQFPF HQNM 33 LGUSYPTYARRRYEV [NVITQGQGIATIHa)EAVIFFPTGKIHK SS DIYSRTYK PSEJED
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQT[NSSIMVNFPTGKEK SSVDIYSRTYKSPSQAD
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSYVNFPTGKEKISSVDIYSRTYKSPSQAD

Gl KQDAMNBYQ 5 .ANSA k) LWSYALM o] A&EKN \%FD%LXLTM I AWY

skok Poskskskok bosk Dok b bk Dskskoosk Pokesk DD Doskskosk Dskskook Poksk Dk Dl Dskskoskook Dok Dosksk D Poskske Dol D bsksk D bskesksk Dbk P Dl DD s DDk |k

TR UADUNL AT a0 LA LEE DR L5

lRLl

Q

I A LR UL TR

IVGWIE\GATLTET FA PGMGKMLIDS A NN MVVGLVFIFEWLSI® LLVGDILMTI DPRIKL [§KGGKel]
SIVEVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTAL IFSLLVGDILMT IDPRIKLTSKGGKEEEY
SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK AN,
SIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK N,

170
170
170
170

255
254
254
254

340
338
338
338

425
423
423
423



[><] e

non conserved
similar
> 50% conserved



