
logo MLNKI
LENKLVTGGYLANIPVLKEDVSTFSEVGANDGELVGL IGLNGAGKSTTINE I IGFLLKTPYQGGEQI SA IDGLTLITQAQDPAASYRKQKIGFYIP

NTDB id 1138628 DQM58 RS09070 WP 003057032.1 MLNIENLTGGYLNIPVLKEVSFSVGNGELVGLIGLNGAGKSTTINEIIGFLKPYQGEISIDGLTLTADPAAYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!**!**!!!!*!!!!!!*!*!*!**!!!!!!!!!!!!!!!!!!!!!!!*!*!!*!*!*!!!!!***!!!*!!*!!!*!!

logo ETPSLYEELTLAREHI
L
N
ETVALMAYDGI

LDVETLEAGQMAKVRAEDPKFYLKMLFRLADDEKLDWFPVTHQFSKGMKQKVMI ICAFVI IVDNPSLF I LVDEPF
NTDB id 1138628 DQM58 RS09070 WP 003057032.1 ETPSLYEELTLAEHINTVAMAYDIDVELAQKRAEPFLKMFRLADKLDWFPVHFSKGMKQKVMIICAFVIDPSLFILDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!*!!**!!*!!!**!!**** !!***!!*!!!**!!!!!!**!!!!!!!!!!!!!!!***!!!!!*!!!!

logo LGLDPLAI SDL IQETLLEALEEKGANKGKAS I LMSTHVLDSAEKMCDRFVI LHHGQI
V
R
LAQGTI

L
A
D
E

D
ELQRDQATFGDADSSASLNDIYLMAQLTKEG

NTDB id 1138628 DQM58 RS09070 WP 003057032.1 LGLDPLAISDLIQTLELEKGKGKSILMSTHVLDSAEKMCDRFVILHHGQVRAQGTLADLQDAFGDASASLNDIYLALTKE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!!!!!!!!**!**!!**!!*!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!***!***!!! !!!!!!!!**!!!*

logo

G
ELS

NTDB id 1138628 DQM58 RS09070 WP 003057032.1 G.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


