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NTDB id 85 BSU 00860 NP 387967.1 VQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRV 510
NTDB id 610 V4T04 RS10165 WP 012897346.1 VIKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRV 519
NTDB id 290 KZH43 RS10025 WP 001109677.1 LMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 289 SPD RS10700 WP 001109677.1 LMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 287 SP RS11210 WP 001109712.1 LMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 377 SMU RS09275 WP 002262344.1 LITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRV 517
NTDB id 329 STU RS10020 WP 011225298.1 LISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRV 520
NTDB id 297 STER RS00545 WP 011680614.1 LISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRV 520
NTDB id 1138527 DQM53 RS04915 WP 111716209.1 VAKEDFERALTAKTRIEELQKQMDNH......SED.QKVTATVNDIAESVERLTGVPVSNMGASDLERLKKISNRLKGHV 417
NTDB id 601 KW2 RS02615 WP 021036805.1 TKAEDFEKAAHFRDQISKLRELQKQE......VTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHV 446
NTDB id 378 SMU RS02690 WP 002263569.1 TRDEDYEKAAYFRDQIAKYKEMQSAK......LDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRV 453
NTDB id 241 SP RS04015 WP 000882523.1 TREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHV 452
NTDB id 281 KZH43 RS03550 WP 000882517.1 TREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHV 452
NTDB id 245 SPD RS03860 WP 000882517.1 TREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHV 452
NTDB id 243 SPR RS03635 WP 000882517.1 TREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHV 452
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NTDB id 85 BSU 00860 NP 387967.1 IGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSP 590
NTDB id 610 V4T04 RS10165 WP 012897346.1 VGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAP 599
NTDB id 290 KZH43 RS10025 WP 001109677.1 IGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAP 594
NTDB id 289 SPD RS10700 WP 001109677.1 IGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAP 594
NTDB id 287 SP RS11210 WP 001109712.1 IGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAP 594
NTDB id 377 SMU RS09275 WP 002262344.1 IGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAP 597
NTDB id 329 STU RS10020 WP 011225298.1 IGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAP 600
NTDB id 297 STER RS00545 WP 011680614.1 IGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAP 600
NTDB id 1138527 DQM53 RS04915 WP 111716209.1 IGQDGAVEAVARAIRRNRAGFDDGNRPIGSFLFVGPTGVGKTELAKQLALDLFGSKEAIIRLDMSEYSDRTAVSKLIGTT 497
NTDB id 601 KW2 RS02615 WP 021036805.1 IGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAP 526
NTDB id 378 SMU RS02690 WP 002263569.1 IGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAP 533
NTDB id 241 SP RS04015 WP 000882523.1 IGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAP 532
NTDB id 281 KZH43 RS03550 WP 000882517.1 IGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAP 532
NTDB id 245 SPD RS03860 WP 000882517.1 IGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAP 532
NTDB id 243 SPR RS03635 WP 000882517.1 IGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAP 532
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NTDB id 85 BSU 00860 NP 387967.1 PGYVGYDEG.GQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNK 669
NTDB id 610 V4T04 RS10165 WP 012897346.1 PGYVGYDEG.GQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDK 678
NTDB id 290 KZH43 RS10025 WP 001109677.1 PGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 289 SPD RS10700 WP 001109677.1 PGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 287 SP RS11210 WP 001109712.1 PGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 377 SMU RS09275 WP 002262344.1 PGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDK 676
NTDB id 329 STU RS10020 WP 011225298.1 PGYVGYDEG.GELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDK 679
NTDB id 297 STER RS00545 WP 011680614.1 PGYVGYDEG.GELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDK 679
NTDB id 1138527 DQM53 RS04915 WP 111716209.1 AGYVGYDDNNNTLTERVRRNPYAIVLLDEIEKADPQVITLLLQVLDDGRLTDGQGNTINFKNTVIIATSNAGFGHQ..ED 575
NTDB id 601 KW2 RS02615 WP 021036805.1 PGYVGYEEA.GQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGKV..EA 603
NTDB id 378 SMU RS02690 WP 002263569.1 PGYVGYEEA.GQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGKS..EA 610
NTDB id 241 SP RS04015 WP 000882523.1 PGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT..EA 609
NTDB id 281 KZH43 RS03550 WP 000882517.1 PGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT..EA 609
NTDB id 245 SPD RS03860 WP 000882517.1 PGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT..EA 609
NTDB id 243 SPR RS03635 WP 000882517.1 PGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGKT..EA 609
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NTDB id 85 BSU 00860 NP 387967.1 YVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKA 749
NTDB id 610 V4T04 RS10165 WP 012897346.1 TVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVK 758
NTDB id 290 KZH43 RS10025 WP 001109677.1 TVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALK 753
NTDB id 289 SPD RS10700 WP 001109677.1 TVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALK 753
NTDB id 287 SP RS11210 WP 001109712.1 TVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALK 753
NTDB id 377 SMU RS09275 WP 002262344.1 TVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALK 756
NTDB id 329 STU RS10020 WP 011225298.1 TVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALK 759
NTDB id 297 STER RS00545 WP 011680614.1 TVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALK 759
NTDB id 1138527 DQM53 RS04915 WP 111716209.1 E.......NT.....DQSAIMDRIAPYFRPEFLNRFNGVIEFNHLQKEDLEEIVDLMLAEVNQTIAKKGISLAISEDAKA 643
NTDB id 601 KW2 RS02615 WP 021036805.1 SVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKE 678
NTDB id 378 SMU RS02690 WP 002263569.1 NVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKE 685
NTDB id 241 SP RS04015 WP 000882523.1 SVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKE 684
NTDB id 281 KZH43 RS03550 WP 000882517.1 SVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKE 684
NTDB id 245 SPD RS03860 WP 000882517.1 SVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKE 684
NTDB id 243 SPR RS03635 WP 000882517.1 SVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKE 684
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NTDB id 85 BSU 00860 NP 387967.1 KVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHK........GQHIVLDVEDGEFVVKTTAKTN. 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 LIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKA........GNHVSIGASNKKIKIAQIV.... 816
NTDB id 290 KZH43 RS10025 WP 001109677.1 LLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA........GSILKIGVKAGQLKFDIA..... 810
NTDB id 289 SPD RS10700 WP 001109677.1 LLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA........GSILKIGVKAGQLKFDIA..... 810
NTDB id 287 SP RS11210 WP 001109712.1 LLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVA........GSTLKIGVKAGQLKFDIA..... 810
NTDB id 377 SMU RS09275 WP 002262344.1 HLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLAS........GQTLKIGIQKEKLKFDIV..... 813
NTDB id 329 STU RS10020 WP 011225298.1 HLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVS........GQTLKIGCSKDKLTFTVV..... 816
NTDB id 297 STER RS00545 WP 011680614.1 HLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVS........GQTLKIGCSKDKLTFTVV..... 816
NTDB id 1138527 DQM53 RS04915 WP 111716209.1 HLIELGYDHAMGVRPLRRVIEQEIRDRITDFYLDHPEVKNLQASLEQGQLVIHDKN.............. 699
NTDB id 601 KW2 RS02615 WP 021036805.1 KLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQLVADLIDDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 KLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKELKAIMTSNGKIVIKASNK.VETVTKATSD. 753
NTDB id 241 SP RS04015 WP 000882523.1 KLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 281 KZH43 RS03550 WP 000882517.1 KLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 KLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 KLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
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