
logo MS
TETVGFKRYS I LASGSSTGNCSFYLETPKQKRR I

LL IDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGI
V
L
MARKYGNLD

NTDB id 1138165 DQL13 RS06970 WP 012515992.1 MSEVGFKYSILASGSTGNCFYLETPKRRLLIDAGLTGKKITSLLAEIDRKPEDLDAILITHEHSDHIKGVGIMARKYNLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !*! !!*!!!!!!!!*!!*!!!!!! *!*!!!!!!*!!!!* !*!!!!!!**!*!!!!*!!!! !!!*!!!**!!!! !!

logo VYANAEAKTWQAMI
MDERGHMIGKNI

LDVASQKHI
VFDELRGKTI

MTFGDIDI ESFGVSHDAAVDQPQFYR I
LMKDGNKRSFVI

MLTDTGYVSDRLMADG
NTDB id 1138165 DQL13 RS06970 WP 012515992.1 VYANEKTWQMIDERHMIGNLDVAQKHVFERGKTMTFGDIDIESFGVSHDAVDPQFYRIMKDNRSFVMLTDTGYVSDRLAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus !!!! !!! *!***!!! *!! !!!*!* !!!*!!!!!!!!!!!!!!!! !!!!!*!!! *!!!*!!!!!!!!!!*!

logo

I
L IAENADGYL I ESNHDI

VE I LRASGI
SYPWSLKQR I LSDKLGHLSNDEDGAEGATMI

VRSTLGNKTKKIYLGHLSKQENNI
VKELAHMTMKVN

NTDB id 1138165 DQL13 RS06970 WP 012515992.1 IIANADGYLIESNHDVEILRAGSYPWSLKQRILSDLGHLSNEDGAGAMIRSLGNKTKKIYLGHLSQENNIKELAHMTMVN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus *! !!!!!!!!!!!!*!!!! ! !!!!!!!!!!!! !!!!!*!!! !*!*!!!!!!!!!!!!!! !!!*!!!!!!!! !

logo

A
QLAMMQADLAGVDGHTDFKTI

V
H
YDTSPDTACLPLATDKI

NTDB id 1138165 DQL13 RS06970 WP 012515992.1 QLAMADLGVGTDFTVHDTSPDTACPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus ! !!!*! *!! **!!!!!!!*!! !

X non conserved

X similar

X ≥ 50% conserved


