
logo MS
TDNRSTHLEEKYTWDLSTTI FATDAADWETEAYDESLTSVAQADI

L
E
K
A
KARSAQQYAGHLLDSASKSNSLLDGAITELQYLMESLAMRRLVEKI

LYVYASMKND
NTDB id 1138153 DQL13 RS03515 WP 012515302.1 MTDNRSHLEEKYTWDLSTIFATDAAWETEADSLSAAIEAARQQAGHLLDSSSSLLDITELQLELARRVEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !*!!!*!!!!!!!!!!*!!!!!!! !!!! *! * ! !!!!!!! !! !!! * ! !!*!!*!!!!!!!!!

logo QDTTVAGKLYQEYQAKASGNI
LYASKQFLSEAFASFYFYEPEFMALDSDQEKKTLYAQAEFKLAEEQEKPEGLAGLVYDHFYFDEKRLFLAKANKRDEHVLSQAEAEEELLAAGA

NTDB id 1138153 DQL13 RS03515 WP 012515302.1 QDTTVAKYQEYQAKASGIYAKFSEAFSFYEPEFMALSQETYQAFLAEKPELAVYDHFFDKLFKAREHVLSQAEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!!!!!!! *! !!!! **!!!!!!! ! ! !**!!!*!**! **!!!!! !!!!!*!

logo

G
Q
D
E I FNGAPETDETFNS IVLDNADIALFP I

WVSTDNDGKQGDEEVVELTHGNF I STLMESKDRDKI
VRKRAGAYEAMYGSTYEQFQHTYAKQTLQGTNVVKVHQ

NTDB id 1138153 DQL13 RS03515 WP 012515302.1 QEIFNGAEETFSILDNADIAFPIVTNDKGEEVELTHGNFISLMESKDRKVRRAAYEAMYSTYEQFQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!!!!* *!! *!!!!!! !! !* !* !!!!!!!!!*!!!!!!! *!**!!!!!! !!!!!!!!!! !!! !!!*

logo NYKQAKRVHRHKYANSARHQAALMASANF IPEASVYDSTLLESTVNKHLPLLHRYLDKLRKQEKVLGLDDELKMYDVYTPLSETDELTAI
L
G
TYDEEASLEK

NTDB id 1138153 DQL13 RS03515 WP 012515302.1 NYKARVHKYASARQAAMSANFIPEAVYDTLLETVNKHLPLLHRYLKLRQEVLGLDDLKMYDVYTPLSETDLAIGYDEALE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !*!**! !!!*!!* !!!!!! !!!*!!!*!!!!!!!!!!!! !! !!!!!*!!!!!!!!!!!!!* !* !*! !

logo KAEEKVLAI
VFGEQDEYSEKGRVHARAFTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTLVHETGHSLHSTFTREQT

NTDB id 1138153 DQL13 RS03515 WP 012515302.1 KAEKVLAVFGQDYSERVHRAFTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLVHETGHSLHSTFTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!! !!!*!! *!! !! !!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !

logo QPYVYGDYPS I FLAE IASTTNENI LMTEATLLHKEVKQDDKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGEQI
VLTASDEFY

NTDB id 1138153 DQL13 RS03515 WP 012515302.1 QPYVYGDYSIFLAEIASTTNENIMTEALLHEVQDDKERFAILNHYLDGFRGTVFRQTQFAEFEHAIHQADQNGEVLTSEY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!*!! !!*!! !!! !!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !! ! *!! **

logo

L
MNKLYADLNEKYYGNLKAKEDNHYEF IQFYEWAER IPHFYMYNYYVYQYATGFAAASYLADEKIVHGTEQEDI

K
D
E
A
HYLTYLKASGNSSDYPL

NTDB id 1138153 DQL13 RS03515 WP 012515302.1 LNKLYADLNEKYYGLKKEDNHFIQYEWARIPHFYYNYYVYQYATGFAAASYLADKIVHGTQEDIDHYLTYLKSGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *!!!!!!!!!!!! !! !!!* !!*!! !!!!!! !!!!!!!!!!!!!!!!!!*!!!!!! !! **!!!!!! ! !!!!!



logo EVIAKKAGVDMATKNGTDYLDEAAFKVFEDERLTVELEADLVAEKRGAVHLS
NTDB id 1138153 DQL13 RS03515 WP 012515302.1 EVIAKAGVDMAKGDYLEAAFKVFEERLTELEDLVARGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!! !!!!!! !!!*!!!!!!!*!! !!! !! *! !!*

X non conserved

X similar

X ≥ 50% conserved


