
logo

MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQS IKENGL IQP I IVRKSDI FGYDLVAGERRLKAAKLAGLNKIPVI I
NTDB id 1137921 DQM59 RS10335 WP 002269456.1 .MTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 79
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KKI SDDDSMKQAI I ENLQRSDLNP I EEAKAYQNL INRNHMTHDDIAKVIGKSRPYITNS IRLLNLPLHI SQALEKGL I SQ
NTDB id 1137921 DQM59 RS10335 WP 002269456.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 159
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GHARLLLS IVEKQDLQDKWFQKI LTEQLSVHQI ERALKSQTKKEKKPTSKDI FLAEKEKELSQSLGLPVVIHYNKKHQGQLK
NTDB id 1137921 DQM59 RS10335 WP 002269456.1 GHARLLLSVEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKPSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK 239
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK 240
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I SFSSEEDFNRLMNKLN
NTDB id 1137921 DQM59 RS10335 WP 002269456.1 ISFSSEEDFNRLMNKLN 256
NTDB id 382 SMU RS09895 WP 011074697.1 ISFSSEEDFNRLMNKLN 257
consensus !!!!!!!!!!!!!!!!!
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